EDITORIAL COMMENTS FORM 

	EDITORIAL COMMENT’S on revised paper (if any)
	Authors’ response to editor’s comments

	1. I have a few constructive comments to enhance the clarity and quality of the paper.

1-Title Consider shortening to: *"Cytokine Profile and Demographic Characteristics in Plasmodium falciparum Parasitaemia: A Hospital-Based Study in Port Harcourt, Nigeria

2-Abstract Revise conclusion to: *"IL-10 is significantly elevated in high parasitaemia, but no significant correlation with parasite density was observed. Larger studies are needed to assess its utility as a biomarker

3-:** Introduction Add a clear aim statement at the end of the introduction: *"We hypothesized that IL-10 would be elevated in high parasitaemia, while TNF-α and IL-6 would show blunted responses due to immune tolerance

4-Sampling Discrepancy:** You screened 376 samples but only selected 65 for cytokine analysis. How were these 65 chosen? "Random stratified sampling" is stated, but stratified by what? The resulting groups (49 negative, 6 moderate, 14 high) are highly imbalanced. This should be justified or addressed as a limitation.

2.  **Low N in Positive Groups:** With only 6 moderate and 14 high parasitaemia samples, ANOVA and Spearman correlation are underpowered. The non-significant p-values for TNF-α and IL-6 (0.517, 0.457) may reflect Type II error, not true absence of effect.

3.  **Missing Exclusion Criteria:** Were patients with COVID-19 symptoms excluded? Study conducted May–August 2020 (peak COVID-19). Were febrile patients with other infections (bacterial, viral) excluded? This could affect cytokine levels.

4.  **Control Group:** The Negative group (n=49) – were these healthy individuals or patients with suspected malaria but negative tests? If they had other febrile illnesses, they are not true negative controls.

**Suggestions:**

- Add a flow diagram showing how 376 → 65 samples were selected.

- Explicitly state that the Negative group were afebrile or had no other confirmed infections.

- Acknowledge the small positive-group sizes as a major limitation

5-Results:

 Reorganize Table 2 to include all three groups (Negative, Moderate, High) with means ± SD.

- Clarify which pairwise comparisons yielded p=0.001.

- Report exact n for correlation analysis (likely 20 positive samples). Power is too low to detect significance

6-Discussion Remove or heavily temper the "surrogate marker" claim.

- Add a limitations paragraph: small positive-group sizes, potential confounding by COVID-19 era, lack of clinical severity data (e.g., fever, organ dysfunction), cross-sectional design.

- Revise IL-6 interpretation – simply state that no significant difference was found and that larger studies are needed
	Corrected

Corrected
Added

It has been corrected from 65 to 69. It was an error.
Note that only 20 out of the 376 samples were malaria positive, so using 356 as control for the cytokine analysis may create skewness of bias in the comparison as control should not be too far from the test group in terms of number and characteristics, therefore, only 49 were randomly selected from the 356 samples to make the control group. 

That is true. That’s a limitation and this low sample distribution has been addressed as a limitation highlighted in yellow in the last part of the discussion.
Addressed

Addressed
That has been added and highlighted in yellow
I have

Result adjusted

Addressed
Addressed
Done but the confounding factors were not mentioned because they were excluded in the study during sampling.
Addressed
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