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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	The study describes the extent of genetic diversity among 15 maize inbred lines using SSR markers. In addition, it quantifies the direct and indirect contributions of yield-related traits to grain yield through correlation and path analysis. The study applies both genotypic and phenotypic methods for these assays.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Ok
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Ok
	

	Is the manuscript scientifically, correct? Please write here.
	Consider the following:
-To provide a useful introduction of the inbred lines applied in the study and their heterotic value.

- Rephrase in materials and methods to show the exact number of genotypes and inbred lines applied in phenotypic and genotypic analysis.

- This table 3.6 does not exist.

- State the chromosome positions of these marker loci on table 1.

-Tm is not stated on table 1.

- Whats the possibility of multiplexing highly polymorphic loci while developing useful primers

- Were previous studies that associated given SSR loci to given yield traits considered?

- Present the table showing PIC value and diversities from study assays.

- Clustering and genetic divergence is not seen on table 1.

- Protein content assays are not well outlined in the materials and methods.

- There is need to discuss how the genotypic and phenotypic path analysis converge or diverge.
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	Is the language/English quality of the article suitable for scholarly communications?
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