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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript explores the regulatory role of microRNAs targeting the Vitamin D Receptor (VDR) and its associated genetic interaction network using in-silico bioinformatics tools. Understanding post-transcriptional regulation of VDR is important because the receptor plays a key role in bone metabolism, mineral homeostasis, and skeletal disorders such as osteoporosis. The integrated computational analysis combining GeneMANIA, miRDB, TargetScan, and miRTargetLink provides a consolidated list of potential miRNAs involved in regulating VDR signalling pathways. The study offers a useful resource for researchers interested in molecular mechanisms of bone metabolism and may guide future experimental validation studies aimed at identifying biomarkers or therapeutic targets.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The title is generally appropriate and reflects the focus of the study. However, it could be slightly simplified for clarity.

Suggested title:
In Silico Identification of MicroRNAs Regulating the Vitamin D Receptor and Its Genetic Interaction Network in Bone Metabolism

	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract adequately summarizes the objective, methodology, and main findings of the study. However, a few improvements could strengthen it:

Suggestions:

· Briefly mention the methodological workflow (GeneMANIA → miRDB → TargetScan → miRTargetLink validation).

· Include numerical highlights more clearly (e.g., 154 predicted miRNAs, 11 confirmed by all tools).

· Add one concluding sentence about potential clinical or translational relevance.


	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript is scientifically sound and the methodology follows commonly accepted bioinformatics approaches for miRNA target prediction and gene network analysis. The use of multiple databases for cross-validation strengthens the reliability of the predicted interactions. The interpretation of VDR interaction partners and their roles in metabolic and signaling pathways is generally appropriate. However, the study is entirely computational, and this limitation should be more clearly acknowledged in the discussion section, emphasizing the need for experimental validation.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references are generally adequate and include several recent publications (2022–2025). They appropriately cover topics such as vitamin D receptor biology, microRNA regulation, and bone metabolism.

Minor suggestions:

1. Include additional recent reviews on miRNA regulation of bone remodeling or osteogenesis.

2. Ensure consistency in reference formatting (some references contain minor punctuation or formatting inconsistencies).


	

	Is the language/English quality of the article suitable for scholarly communications?


	The manuscript is understandable but requires minor language editing. Some sentences contain grammatical errors, spacing issues, and inconsistent formatting. For example:

Examples of issues:

1. Missing spaces (e.g., “regulatingVDR”).

2. Typographical inconsistencies.

3. Occasional long sentences that could be simplified.

Professional language editing would improve clarity and readability.


	

	Optional/General comments


	1. The Materials and Methods section is clearly structured, but additional details about parameter settings used in each database would improve reproducibility.

2. Figures (GeneMANIA network and Venn diagram) should be provided in higher resolution with clearer legends.

3. Tables containing the large list of predicted miRNAs are extensive; summarizing key candidates in the main text would improve readability.

4. The discussion effectively integrates biological relevance, but the section could benefit from a short paragraph highlighting the most promising miRNA candidates for future research.

5. The conclusion may be slightly condensed to emphasize the main discovery and its implications for bone disease research.
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	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in details)
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