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	Reviewer’s comment


	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript addresses a critical gap in molecular characterization of Diospyros melanoxylon, an economically and ecologically important forest tree species in India. The establishment of reliable DNA fingerprinting protocols using three complementary marker systems (ISSR, RAPD, and SCoT) provides an essential foundation for future genetic diversity studies and conservation efforts. The work is particularly significant as it represents the first comprehensive molecular marker optimization for kendu populations in Odisha, where the species supports millions of rural livelihoods through the bidi leaf trade. Given the increasing threats from overexploitation and habitat degradation, this baseline molecular framework will enable evidence-based conservation strategies and sustainable germplasm management for this vulnerable species.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The title is appropriate and accurately reflects the content of the manuscript. It clearly indicates the species studied, the molecular markers employed, and the intended application. However, a minor refinement could improve clarity:

"Optimization of DNA fingerprinting protocols for Diospyros melanoxylon Roxb. using ISSR, RAPD and SCoT markers to enable genetic diversity assessment"

This alternative emphasizes the optimization aspect, which is the core contribution of the study, while maintaining the clarity about future applications.
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract is generally comprehensive and provides adequate coverage of the study's objectives, methods, and key findings. However, it could be improved with the following modifications

Add a brief statement about why this study was needed (research gap) at the beginning.

Include specific performance metrics comparing the three marker systems beyond just allele coverage percentages.

Mention the total number of alleles generated by each marker system (RAPD: 105, ISSR: 96, SCoT: 70) as this provides clearer quantitative context.

The phrase "The present work is the first report..." could be moved to the introduction as it reads more like an introductory statement than a concluding remark for the abstract.
	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript is scientifically sound overall, with appropriate methodologies and reasonable interpretations of results. However, there are several areas requiring attention:

Systematic optimization of PCR conditions for each marker system.

Appropriate use of multiple markers to capture different genomic regions.

Clear presentation of results with supporting figures and tables.

Table 1, entry 12 (Kumar and Yadav, 2029): This is clearly a typographical error - the reference year should be 2019, not 2029.

The study does not specify how many different DNA samples (genotypes) were used for optimization. This is critical information as optimization with a single genotype may not represent the marker's performance across diverse germplasm.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references are generally adequate and reasonably current, with publications ranging from 1972 to 2025. However, there are some concerns:

Citation error: As mentioned earlier, Kumar and Yadav (2029) needs correction.
Missing key references: Consider adding references about:

Recent advances in molecular marker technology and marker selection criteria.

More comprehensive reviews on DNA fingerprinting best practices

Recent conservation genetics frameworks that could contextualize the study's applications.
	

	Is the language/English quality of the article suitable for scholarly communications?


	The English quality is generally good and suitable for publication,
	

	Optional/General comments


	This manuscript presents scientifically sound and technically competent work that makes a valuable contribution to the molecular characterization of Diospyros melanoxylon. The optimization of three marker systems is thorough and the results are clearly presented. However, the manuscript requires major revision to address:

· Statistical validation of reproducibility

· Clarification of sample size used for optimization

· Correction of the 2029 reference error

· Enhancement of the discussion regarding marker selection guidance

Minor language improvements throughout
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	Are there ethical issues in this manuscript? 


	No ethical issues were identified in this manuscript. The study involves only plant material collection from an ex situ germplasm unit, which does not raise ethical concerns. No human or animal subjects were involved. The collection appears to have been conducted with appropriate permissions from the Regional Plant Resource Centre.
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