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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript is significant as it provides a novel, multi-layered computational framework to identify therapeutic vulnerabilities in a specific, high-risk subgroup of high-grade serous ovarian cancer (HGSC). By integrating structural modeling of the ESR1-CCDC170 fusion with network topology analysis, it moves beyond descriptive transcriptomics to propose a mechanistic model of "transcriptional addiction." The identification of CDK9 as a master regulator and druggable hub offers a compelling and rational precision medicine strategy for short-term survivors who currently have poor outcomes. This approach of linking a structural variant to a systems-level vulnerability is broadly applicable to other fusion-driven cancers.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Yes, the title is suitable and accurately reflects the core findings of the study.
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Yes, the abstract is comprehensive and well-structured, clearly outlining the aims, methodology, key results, and conclusion.
	

	Is the manuscript scientifically, correct? Please write here.
	Yes, the scientific approach is sound. The methodology is appropriate and well-described, combining established bioinformatics tools (AlphaFold2, STRING, Cytoscape, CytoHubba) with survival analysis and pharmacogenomic databases. The conclusions are logically supported by the results, which demonstrate a clear chain of evidence from structural alteration to network centrality and therapeutic targeting.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	Yes, the references are sufficient, relevant, and include recent key publications in the fields of ovarian cancer biology, gene fusions, transcriptional regulation, and network medicine.
	

	Is the language/English quality of the article suitable for scholarly communications?


	Yes, the language is clear, professional, and suitable for publication.
	

	Optional/General comments


	The manuscript is scientifically robust, technically sound, and presents a novel and important hypothesis. A few minor clarifications would strengthen it further, such as explicitly stating the source and method for defining the "Short-Term" survivor gene list and ensuring all figure citations in the text are correct.
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