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	PART  1: Comments



	
	Reviewer’s comment


	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	The manuscript is important because it applied a multi-layered bioinformatic pipeline to analyze intrinsic resistance and poor survival in HGSC. The study also  proposes an interesting elongation-dependency framework in ST-HGSC and presents a potentially useful integrative computational pipeline.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	I think that there is a need to rephrase the title to include short term survival which the manuscript clearly discussed and also the work is purely computational and does not include any validated experiment therefore , I am not too comfortable with the phrase ‘’Identification of CDK9 as a Therapeutic Hub”  which suggests validated therapeutic evidence. I therefore recommend this title                ‘’ Integrative Structural and Network Analysis Suggests CDK9 as a Candidate Therapeutic Target in Short-Term Survivor High-Grade Serous Ovarian Cancer’’
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The conclusions in the abstract are stronger than the data support and should be revised to avoid implying functional validation or confirmed therapeutic efficacy
	

	Is the manuscript scientifically, correct? Please write here.
	Yes the manuscript is scientifically correct but several of the conclusions extend beyond what the presented data can definitively support. The authors should try and maintain  the conclusions within the computational frame work as indicated in the study
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	Check these References      

References 7 and 12 appear to be the same article (Smith et al., 2022).
Reference 15 appears twice with different formatting.
	

	Is the language/English quality of the article suitable for scholarly communications?


	Yes the English quality is very suitable
	

	Optional/General comments


	The manuscript presents an interesting concept and a well-structured computational analysis. However, several of the conclusions are stronger than the data currently support. The lack of experimental validation, insufficient clarification regarding the prevalence of the fusion in the analyzed cohort, and the absence of multivariate clinical adjustment limit the strength of the overall claims. That said, the study is not fundamentally flawed and could become suitable for publication after substantial revision. Clearer methodological explanation and more cautious interpretation of the findings will be necessary before it can be considered for acceptance.

1.
Please clarify whether ESR1–CCDC170 fusion was directly detected in the analyzed HGSC cohort. Provide prevalence data and indicate whether the ST-specific gene signature was derived specifically from fusion-positive tumors

2.
Provide hazard ratios, confidence intervals, and clarify expression cut-off methods. If possible, include multivariate Cox regression adjusting for clinical variables.

3.
Have you tested network stability at higher STRING confidence thresholds (e.g., >0.7)? If not, please discuss potential context limitations

4.
Statements suggesting causality (e.g., CDK9 as the “engine” of transcriptional addiction) should be moderated given the absence of experimental validation.

5.
Explain why CDK9 was prioritized over other L1000CDS2 hits. Provide clearer rationale linking hub centrality to therapeutic selection.

6.
Please remove any repeated information in Sections 2.4 and 2.5 so that each section contains only unique content. Also, fix any formatting issues, such as inconsistent references, punctuation, or style, to make the text clean and consistent throughout.
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	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in detail)
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