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	Reviewer’s comment
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	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	study addresses an important hospital-infection problem by investigating wound-associated Staphylococcus aureus in a tertiary hospital setting and screening for key determinants of methicillin resistance (mecA) and toxigenic potential (PVL/lukSF-PV). The reported detection of mecA in all screened isolates and PVL in ~67% suggests a potentially high burden of difficult-to-treat and virulent strains, which has clear implications for wound management, infection prevention, and antimicrobial stewardship in the hospital. With clearer methodology, stronger data presentation, and aligned conclusions, the manuscript could provide useful local epidemiologic evidence to inform clinical and public health interventions.


	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The work is PCR-based gene detection (mecA and PVL), plus 16S sequencing—this is not “genomic” in the sense of whole-genome analysis. “Genomic detection” may be criticized as overstated. 

Alternative titles:

 “PCR detection of mecA and PVL genes in Staphylococcus aureus isolated from wound swabs in a tertiary hospital in Port Harcourt, Nigeria.”

“Prevalence of mecA-positive Staphylococcus aureus and PVL gene carriage among wound isolates at a tertiary hospital in Port Harcourt, Nigeria.”


	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	It is understandable, but reviewers will likely request key missing details and a few corrections:
What to add / fix

· Report counts clearly: you state 150 samples and 38.7% contamination, but do not state n = how many S. aureus isolates that equals. 

· Clarify whether all isolates (n=?) were tested for mecA and PVL, and how many were screened.

· Avoid “genomic” language unless you truly did genome sequencing; say PCR detection.

· Replace “panton-valentine leucocidine gene” with PVL (lukS-PV/lukF-PV) if applicable (or at least keep naming consistent). 

· Add one line on limitations (e.g., only 2 genes screened; no full AST results presented


	

	Is the manuscript scientifically, correct? Please write here.
	Sample size calculation error: you define p as “prevalence of Pseudomonas species” even though this is a Staphylococcus aureus study.
Results vs methods mismatch: your Conclusion discusses plasmid curing and biofilm, but the Methods/Results presented here do not describe plasmid curing experiments, nor do you present the biofilm results.

Overclaiming “antibiotic resistance”: you only show mecA PCR (and PVL). There is no phenotypic AST table in the provided text, but the discussion/conclusion generalizes antibiotic resistance broadly.

16S for S. aureus confirmation: 16S can support genus/species but may be questioned for precise staphylococcal identification. Consider adding a more specific marker (e.g., nuc, spa, femA) or justify why 16S was sufficient in your lab context.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The reference list includes some classic sources, but it is not strong enough for a 2020s hospital-pathogen genetics paper.
	

	Is the language/English quality of the article suitable for scholarly communications?


	The manuscript needs major language polishing:

· Frequent grammar issues (“sofware… lunched”, “extention”, inconsistent capitalization like “InTroduction”). 
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	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in details)
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