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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This rational, structure-based assessment of eugenol–triazole hybrids as breast cancer multi-target therapies is significant in the field of science. The research combines natural product scaffolds with a pharmacologically beneficial triazole moiety and evaluates their interactions with key breast cancer proteins (ERα, PR, EGFR, PI3K, and mTOR). This provides valuable insights into ligand-protein recognition across oncogenic pathways. The results show that selective molecular changes can significantly improve binding affinity and target engagement over eugenol. Thus, our work provides a solid computational foundation for experimental validation and advances multi-target anticancer therapies.
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	Yes the abstract is comprehensive indicating the significance of the computational designed molecules.
	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript follows in silico molecular docking conventions and is scientifically sound. Breast cancer-related targets, validated protein structures, standard docking protocols (Schrödinger Maestro/Glide), and comparative analysis with co-crystallized ligands and reference drugs are all appropriate and follow computational drug discovery practices. The docking data supports the logical interpretations and conclusions. Docking-based studies are predictive, and molecular dynamics simulations and experimental validation (in vitro/in vivo) would increase their biological relevance.
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