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	Reviewer’s comment
Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript addresses a critical intersection of veterinary microbiology, antimicrobial resistance (AMR), and zoonotic public health by characterizing virulence genes and resistance patterns in Escherichia coli isolated from diarrheic neonatal ruminants. The integration of molecular virulence profiling (stx1, stx2, eaeA, hlyA) with detailed antimicrobial susceptibility testing provides valuable epidemiological insight into circulating high-risk E. coli strains. The findings are particularly important for regions where close human–animal contact, unregulated antimicrobial use, and limited surveillance amplify One Health risks. By documenting a high prevalence of multidrug-resistant, virulence-associated isolates, the study contributes evidence necessary for antimicrobial stewardship, veterinary treatment guidelines, and zoonotic risk mitigation strategies
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The title is appropriate, clear, and scientifically accurate, reflecting the study objectives, methodology, and major outcomes.

Optional alternative (more specific, if the journal prefers precision):

> Virulence Gene Profiles and Antimicrobial Resistance of Escherichia coli Isolated from Diarrheic Neonatal Ruminants in the Jammu Region


	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract is comprehensive, well-structured, and data-driven, accurately reflecting the study design, sample size, key results, and public health implications.

Strengths:

Correct reporting of prevalence, virulence gene distribution, MDR rates, and antibiotic resistance patterns.

Clear linkage between animal health findings and One Health relevance.

Quantitative consistency with Tables 1–4.

Minor Suggestions:

Clarify that “non-virulent” isolates refer to those negative for the screened genes, as other diarrheagenic determinants (e.g., ETEC markers) may be present.

Consider briefly stating the definition of multidrug resistance (≥3 antimicrobial classes) to improve clarity.

No major deletions are required.


	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript is scientifically sound and methodologically appropriate.

Study design, sampling strategy, bacteriological identification, PCR protocols, and antimicrobial susceptibility testing follow established standards.

Molecular targets are relevant to STEC/EHEC epidemiology.

Results in Tables 1–4 are internally consistent, logically presented, and correctly interpreted in the Results and Discussion sections.

Statistical calculations (percentages and proportions) are accurate.

The Discussion appropriately contextualizes findings with regional and international literature.

Minor technical note:

Interpretation of erythromycin resistance should be cautiously discussed due to intrinsic limitations of macrolides against Gram-negative bacteria.

Overall, no fundamental scientific flaws were identified.


	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references are largely sufficient and relevant, covering:

E. coli pathotypes

Virulence gene epidemiology

Antimicrobial resistance

Zoonotic implications and One Health perspectives

Suggestions:

Verify bibliographic accuracy of a few references (author lists, years, DOIs), as minor inconsistencies may exist.

Consider adding 1–2 recent (2021–2024) One Health or AMR surveillance references to strengthen global relevance.

Example additions:

WHO/FAO/OIE One Health AMR surveillance reports

Recent WGS-based studies on STEC in livestock


	

	Is the language/English quality of the article suitable for scholarly communications?


	The language quality is very good and suitable for scholarly communication.

Terminology is precise and consistent.

Scientific tone is appropriate.

Sentence structure and flow are strong.

Only minor copy-editing is recommended to address occasional long sentences and minor grammatical tightening.


	

	Optional/General comments


	Tables 1–4 are informative and enhance data clarity; however, ensure uniform denominator labeling across tables.

The manuscript would benefit from a short “Limitations of the Study” subsection acknowledging:

Restricted virulence gene panel

Clinical sampling bias

Absence of molecular AMR gene characterization

Inclusion of a concise Conclusion/Recommendations section emphasizing policy and clinical implications would further strengthen the paper.
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	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in details)
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