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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript is highly significant for the scientific community as it provides a precise molecular assessment of genetic diversity in maize, which is crucial for developing hybrids with enhanced adaptation to diverse environments. By identifying specific SSR markers linked to drought tolerance, the study offers researchers reliable tools for marker-assisted selection (MAS) and future quantitative trait loci (QTL) mapping. The identification of unique, diverse genotypes from various origins serves as a vital genetic resource for breeding programs aimed at creating abiotic stress-tolerant varieties. Ultimately, this research contributes to ensuring sustainable grain yields in the face of changing global climatic conditions
	

	Is the title of the article suitable?
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	The original title is actually quite suitable and well-constructed!
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract for the article "Assessment of Genetic Diversity among the Maize (Zea mays L.) Genotypes Based on SSR Markers Linked to Drought Tolerance" is generally comprehensive, covering the core elements of the research. However, there are opportunities for refinement to enhance its clarity and scientific impact.
	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript is scientifically sound and adheres to established protocols for molecular breeding and genetic diversity analysis. The use of SSR (Simple Sequence Repeat) markers specifically linked to drought tolerance is a methodologically correct approach, as these markers are codominant and highly reproducible. The experimental procedures—ranging from CTAB-based DNA extraction to the use of Jaccard’s coefficient and UPGMA clustering—align with standard bioinformatic practices in plant genetics. The reported data, such as a mean of 5 alleles per locus and a high mean PIC value of 0.75, effectively demonstrate the genetic diversity of the 12 maize genotypes. While the study is technically accurate, the scientific rigor could be further enhanced by explicitly mapping the 25 markers to their respective maize chromosomes to confirm full genome coverage and by correcting minor grammatical phrasing in the results section to ensure professional clarity. Overall, the methodology and data interpretation logically support the authors' conclusions regarding the potential for future QTL mapping and hybrid development.
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	Good 
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