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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This study reports the morpho-molecular characterization of antagonistic Pseudomonas spp. isolated from brinjal (Solanum melongena L.) rhizosphere across Tamil Nadu and Andhra Pradesh, India. Twenty isolates (AUPI-1 to AUPI-20) were obtained from healthy and wilt-affected fields during 2023–2024. Morphological and biochemical analyses confirmed Gram-negative bacteria exhibiting catalase/oxidase activity, siderophore production, phosphate solubilization, nitrate reduction, and citrate utilization—indicating rhizosphere competence and plant growth-promoting (PGP) potential. Isolate AUPI-2 was molecularly identified by 16S rRNA gene sequencing as Pseudomonas fluorescens (GenBank: PX737072.1). The findings demonstrate the functional diversity of rhizosphere-associated Pseudomonas spp. as promising biocontrol agents for sustainable brinjal disease management.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	No, because in the presented research of the manuscript no antagonistic activity assays were performed.
Recommended title: Morpho-Molecular Characterization of PGPR Pseudomonas spp. from Brinjal Rhizosphere in Southern India
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The title claims "Antagonistic Pseudomonas spp." but the abstract provides no evidence of antagonistic activity. No in vitro or in vivo biocontrol assays, pathogen inhibition tests, or disease suppression data are mentioned. The study only demonstrates PGPR traits (siderophore production, phosphate solubilization), but please note that these are not synonymous with antagonism. The abstract also states that the isolates were obtained from "healthy and wilt-affected" fields. Considering this, it should be explained the rationale for sampling diseased fields if seeking biocontrol agents. Please also briefly clarify whether isolates from diseased fields showed disease suppression or were merely present. The abstract should also contain numerical results: for example consider to introduce the siderophore production indices, phosphate solubilization efficiency values, resulted numerical metrics after statistical comparisons between isolates, disease suppression percentages, etc.

	

	Is the manuscript scientifically, correct? Please write here.
	Please find my recommendations below for the present version of the manuscript:

Introduction:
1) “India ranks among…” – please consider to state the exact ranking with recent FAO data

2) “Tamil Nadu and Andhra Pradesh contributing substantially” – please consider to include state-wise production data, the word “substantially” does not have sense

3) “continuous cropping, heavy input use, and soil health deterioration have raised…” – please use citation to linking these factors specifically to brinjal cultivation in these states
4) “Pseudomonas populations isolated from crop-specific rhizospheres are often…” – how this sustain the manuscript sampling strategy? Why were samples from diseased fields if seeking superior strains? Comparative analysis with introduced/commercial strains should be considered
5) The manuscript should consider to briefly mention how do the mentioned traits (siderophores, phosphate solubilization) relate to disease suppression?

Methods: 
1) Please better details the sampling and sample collection strategies. Please state clearly in the manuscript the no of samples per location, sampling depth considered…Does the manuscript considered the temporal variations in their experimental design
2) “both healthy and wilt-affected brinjal plants were selected at random” How was this established? Which wilt? Bacterial wilt (Ralstonia solanacearum)? Fusarium wilt (F. oxysporum f.sp. melongenae)? Verticillium wilt? How was avoided the contamination risks as diseased plants may harbor pathogens that could contaminate Pseudomonas cultures. However, I do not understand why to collect samples from diseased fields if seeking biocontrol agents? Healthy, disease-suppressive soils are better sources
3) Soil basic physicochemical properties should be well included (pH, EC, organic carbon, NPK…)
4) Please better consider “King’s B agar medium, which is selective for fluorescent Pseudomonas species” as King's B is not selective, it is differential. It promotes pyoverdine (fluorescent siderophore) production but does not inhibit other bacteria

5) “Morphological characterization of antagonistic Pseudomonas isolates was carried out by observing…” Please note that at this stage, antagonism has not been tested. Should say "putative Pseudomonas isolates" or "fluorescent bacterial isolates"
Results and discussions:
1) Please note that Gram-negative does not confirm Pseudomonas affiliation, as hundreds of bacterial genera are Gram-negative

2) Table: Please discussion the identified anomalies or the re-identification attempts
3) Without quantitative data the manuscript cannot compare isolate efficacy or rank biocontrol potential
4) No statistical analysis despite triplicate assays mentioned in Methods, without a proper statistical evaluation of the results they lose their relevance and reliability completely

5) Why only AUPI-2? What about other siderophore producers? Please consider to justify
6) In my opinion the 16S rRNA aloneis  insufficient for Pseudomonas species-level identification as Pseudomonas fluorescens is a species complex with >50 genomospecies. Here it is required a multilocus sequence analysis (MLSA)

7) Recommending field trials without any in vitro or greenhouse antagonism data is not correct in my opinion as it skips essential steps: pathogen inhibition assays, pot trials, mechanism studies. 
8) Please present the study limitations

9) Include comparison with existing biocontrol strains
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	NA
	

	Is the language/English quality of the article suitable for scholarly communications?


	Improvements are needed
	

	Optional/General comments


	First the manuscript is title-content disconnect: isolates are designated "antagonistic" without any antagonistic screening, pathogen inhibition assays, or biocontrol validation. The identification methodology lack molecular confirmation, and the single sequenced isolate (AUPI-2) was identified using 16S rRNA alone, which based on my knowledge is insufficient for species-level resolution within the Pseudomonas fluorescens complex.

All plant growth-promoting rhizobacteria (PGPR) traits are reported qualitatively without quantification, statistical analysis, or functional validation. The absence of dual-culture assays, lytic enzyme screening, and pathogen co-culture experiments renders claims of "biocontrol potential" and "pathogen suppression" entirely speculative in my view. Methodological deficiencies pervade the study: sampling protocols lack quantitative detail, biochemical anomalies (catalase-negative, oxidase-negative isolates) are ignored.

Therefore, in  my opinion the manuscript requires major revision including: (1) in vitro antagonism assays against target phytopathogens, (2) quantitative PGPR characterization with statistical validation! (without statistical evaluation no reported data could be considered), (3) multilocus sequence analysis or whole-genome sequencing for accurate taxonomic placement, (4) greenhouse bioassays with pathogen challenge, and (5) transparent reporting of all methodological parameters. In its current form, the study represents preliminary isolation and partial characterization work that does not support conclusions regarding antagonistic activity or biocontrol application.
	


	PART  2: 



	
	Reviewer’s comment
	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in details)


	


Reviewer details:

Kovacs Emoke Dalma, Research Institute for Analytical Instrumentation, Romania
Created by: DR
              Checked by: PM                                           Approved by: MBM
   
Version: 3 (07-07-2024)

