Review Form 3

	

	Journal Name:
	Journal of Advances in Biology & Biotechnology 

	Manuscript Number:
	Ms_JABB_150469

	Title of the Manuscript: 
	Organization of genetic variability for quantitative traits in groundnut (Arachis hypogaea L.) germplasm accessions

	Type of the Article
	Original Research Article


	PART  1: Comments
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	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This research addresses the critical need for broadening the genetic base in groundnut breeding by evaluating a substantial set of 170 germplasm accessions. By utilizing non-hierarchical k-means clustering, the study successfully organizes complex variability into 17 manageable clusters, facilitating the identification of genetically divergent parents. The identification of specific clusters (XIV, IX, II and V) with high yield potential provides plant breeders with immediate, actionable resources for future hybridization programs aimed at improving global oilseed productivity.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Yes, the title accurately reflects the scope of the study.
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Yes, the abstract clearly outlines the aims, study design (Augmented design), methodology (170 accessions + 
3 checks), key results regarding GCV/PCV and clustering and specific conclusions for future breeding.
	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript is scientifically sound. The use of an Augmented Design is appropriate for evaluating large numbers of germplasm accessions where seed material may be limited for full replication. The statistical approaches, including the use of R software for ANOVA, GCV/PCV estimates and k-means clustering, follow established quantitative genetic protocols. Results are supported by appropriate F-statistics and probability values.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references are generally sufficient and include both foundational works (e.g., MacQueen, 1967; Federer, 1956) and more recent agricultural statistics from 2022. The inclusion of recent regional studies (e.g., 
Shilpa et al., 2023) provides relevant context.
	

	Is the language/English quality of the article suitable for scholarly communications?


	The language is suitable, clear and maintains a professional academic tone throughout the technical descriptions and discussions.
	

	Optional/General comments


	The researcher provides excellent visual data through box-whisker plots and cluster plots, which enhances the interpretability of the genetic distance between the 170 accessions.
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