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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript addresses an important and well-recognized constraint in rice production phosphorus (P) deficiency by focusing on the Pup1 QTL, a major genetic determinant of phosphorus uptake efficiency. The study aims to identify potential donor genotypes carrying Kasalath-type Pup1 haplotypes among rice varieties adapted to southern India. The topic is relevant, the experimental approach is appropriate for preliminary donor identification, and the results have practical implications for marker-assisted breeding (MAB) programs.
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	Is the manuscript scientifically, correct? Please write here.
	The study relies entirely on molecular marker data without any phenotypic evaluation under low-P conditions. Presence of Pup1-linked markers does not necessarily guarantee functional phosphorus uptake efficiency, especially given the complex structure of the Pup1 locus. No data on root traits, biomass, yield, or P uptake are provided. Marker data are analyzed using simple presence/absence scoring and summarized in Excel. No statistical analyses (e.g., clustering, haplotype diversity indices, similarity matrices, or phylogenetic analysis) were performed. Grouping genotypes into only “K-group” and “N-group” oversimplifies haplotype variation.

Similar Pup1 haplotype surveys have been previously reported (e.g., Tyagi et al., 2012; Nirubana et al., 2020; Roy et al., 2021). 
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