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	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript offers a structured, genome-level characterisation of MOB protein family in tomato which is highly conserved member of Hippo-like signalling. It is key regulator of cell volume and proliferation and hence important for organ growth control. The authors of this used various bioinformatics tools to predict the physicochemical properties, transmembrane structure, subcellular localization, signal peptide, secondary structure, conserved domain, open reading frame, 3D structure, protein interactions and phylogenetic evolution of tomato SlMOB proteins. This study serves as a valuable reference for exploring the regulatory mechanism of  MOB mediated growth and development and therefore improving yield in tomato and other crops.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Although, the title looks good, I would suggest slight modification in the titles for more clarity   

 “Genome-scale bioinformatic analysis of MOB-like proteins in Tomato” or “ Genome-scale systematic characterization of SlMOB proteins using bioinformatics”
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Yes, Abstract is comprehensive and covers the aim, methods and major outcomes of the study. The authors may avoid repetitive statements like “tomato growth and development and improving tomato yield and quality” for making is concise. Replace “evolutionary law”with “evolutionary relationships”.
	

	Is the manuscript scientifically, correct? Please write here.
	Yes, the manuscript is scientifically acceptable.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references list is reasonable. The authors may consider including general reviews and research articles on Hippo/MOB and cell-size control in tomato literature in the interest of wider audience.
	

	Is the language/English quality of the article suitable for scholarly communications?


	Yes, the English language used in this manuscript is good and understandable.
	

	Optional/General comments


	1. Please correct the missing spaces across the draft. For ex. Fig.2 should be  Fig. 2
2. Please provide full form of MOB and any relevant studies in other crops and their applications
3. Please focus on biological implications of this study and suggest specific future functional experiments.
4. Although the authors used widely accepted tools, adding more details in the methods would benefit readers. For example, what are the query sequence inputs given in these analysis, accessions of the other crop genes used. What string version, minimum interaction score used for interaction study? Etc.
5. Given the data from bioinformatics analysis without any experimental data, please avoid over-interpretation of functions about fruit size and yield etc… make them hypothetical using words like “potentially or possibly” 

6. Avoid contradictions. For example ““tomato SlMOB1A was most closely related to the tea plant as they both belonged to the angiosperms division and the dicotyledonous class” and  “however, the tomato SlMOB1A was most closely related to the rice MOB, possibly because rice belonged to the angiosperms and the monocotyledonous class” -- in discussion are contradicting.

Over all, the manuscript is well planned and organized, used popular bioinformatic tools to predict the structural, functional and evolutionary information about the SlMOB proteins and has potential future applications. This manuscript can be accepted with minor revision.
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