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	Reviewer’s comment
Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript provides a significant contribution to the field of apidology and honeybee pathology. It offers the first confirmed molecular evidence of Sacbrood Virus (SBV) in Apis cerana indica colonies in Kerala, India, a region known for its high density of beekeeping. By moving beyond symptom-based diagnosis to molecular characterization and phylogenetic analysis, the study provides irrefutable proof of the pathogen's presence and identifies its specific genetic lineage. These findings are crucial for understanding the epidemiology of SBV in South India, forming a foundational dataset for future surveillance, and developing targeted management strategies to protect a vital pollinator species that is key to the region's agricultural economy and biodiversity.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Yes, the title is suitable. It is clear, concise, and accurately reflects the manuscript's primary finding.
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract is generally comprehensive but can be improved for clarity and impact.

a. Methodology: The sentence "Molecular characterization of four RNA isolates... and RT-PCR..." is long and slightly confusing. It should be clarified that only one of the four samples (CTPM01) yielded a positive RT-PCR result. The current phrasing buries the lead result.

b. Results: The abstract should explicitly state that only one out of four symptomatic samples tested positive for SBV via RT-PCR. This is a critical result, highlighting that symptoms alone are not a reliable diagnostic and that other pathogens or factors might be involved in the other cases.

c. Conclusion: The conclusion could be strengthened by briefly mentioning the phylogenetic finding that the Kerala isolate clusters with other Asian strains, which is an important epidemiological insight.
	

	Is the manuscript scientifically, correct? Please write here.
	Overall, the manuscript is scientifically sound. The methodology for RNA isolation, cDNA synthesis, RT-PCR, and sequencing is standard and well-described. The use of a specific primer set for SBV and subsequent phylogenetic analysis with appropriate software (MEGA) and bootstrapping is robust.

However, one major scientific concern must be addressed:

Lack of Positive and Negative Controls: The manuscript does not mention the use of any controls in the RT-PCR assays. A positive control (e.g., a known SBV sample or plasmid) is essential to confirm that the PCR reaction worked correctly, especially when three samples showed no amplification. A negative control (no template cDNA) is equally crucial to rule out contamination. The absence of these controls significantly weakens the experimental evidence.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references are generally sufficient and include a mix of foundational papers (e.g., Bailey, 1964) and recent studies (up to 2023). They are appropriate for the context of the study.
	

	Is the language/English quality of the article suitable for scholarly communications?


	The language is generally suitable for scholarly communication. The meaning is clear, and the terminology is appropriate. However, there are numerous grammatical errors, awkward phrasings, and punctuation issues that require thorough editing to improve readability and professionalism.

	

	Optional/General comments


	a. The most critical issue is the lack of reported controls in the RT-PCR. This must be addressed. The authors should state whether controls were used and what the results were. If they were not used, this is a serious limitation that must be acknowledged in the discussion, and the results should be interpreted with greater caution.
b. The discussion should explicitly address why three symptomatic samples did not amplify. Potential reasons could be RNA degradation, viral load below the detection threshold, infection by a different virus or pathogen not targeted by the primers, or genetic variation in the virus at the primer binding sites. This is an important finding.
c. The discussion could be improved by more deeply exploring the implications of the phylogenetic results. What does clustering with other Asian strains suggest about viral transmission routes? Furthermore, connect the finding of only one positive sample back to the challenges of bee disease diagnosis in the field.
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	Are there ethical issues in this manuscript? 


	No
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