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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript tackles a crucial global health issue by suggesting a computational vaccine design against the Marburg virus, a dangerous infection with no known treatments and case fatality rates as high as 90%. The virus poses a serious threat, especially in sub-Saharan Africa. It is crucial to show how immuno-informatics and reverse vaccinology can speed up the development of vaccines against high-risk diseases without necessitating the risky and costly handling of live viruses in BSL-3 and 4 facilities. A validated multiepitope vaccine design that targets the most immunogenic viral proteins is provided by this work, providing a logical blueprint that could expedite experimental vaccine development and possibly save lives during future MVD outbreaks.

Additionally, the comprehensive computational pipeline established here serves as a valuable methodological framework that can be opted for rapid response vaccine design against such emerging viruses and priority pathogens, strengthening pandemic preparedness capabilities globally
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The title is suitable as it accurately reflects the scope of study, methodology, and objective, clearly indicating the computational approach and multiepitope vaccine design against the Marburg virus
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract is generally thorough, but it is overly dense. It seems more like a mini-summary of the complete manuscript than a concise scientific abstract, but it does convey the workflow and important discoveries. The story could be more concise, yet it contains important points. I suggest cutting back on methodological information, avoiding overly technical descriptions of tools and epitopes, and focusing on the main conclusions, the expected immunogenic value of construct, and the main reasoning. The computational character of the work and the necessity of experimental validation to maintain a balance of expectations should also be briefly acknowledged in the abstract.


	

	Is the manuscript scientifically, correct? Please write here.
	Because the techniques, epitope prediction pipeline, and validation tools adhere to current immune-informatics standards, the computational foundation of the manuscript is scientifically sound. The conclusions logically follow the in-silico observations, and the data interpretation is consistent with recognized reverse vaccinology principles.  As the study is still entirely computational, the claims regarding vaccination performance should be viewed as predictive rather than definite.

	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references are sufficient, including several recent and relevant publications on reverse vaccinology, immune-informatics methods, and Marburg virus biology. The citation list reflects an appropriate balance between fundamental and modern literature. To improve the manuscript, include a few current high-impact studies on filovirus vaccine platforms and epitope-based design, particularly those published in the last two to three years.


	

	Is the language/English quality of the article suitable for scholarly communications?


	The language quality is generally appropriate for scientific communication, with clear articulation of techniques and findings. However, some portions are unnecessarily verbose and may be tightened for better readability. Minor grammar changes and a reduction in repeated technical descriptions would improve overall readability without changing the scientific content.
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	Are there ethical issues in this manuscript? 


	There are no ethical considerations in this manuscript. The work is totally computational, with no human or animal subjects, and makes no use of personal data or biological samples. All processes comply with typical in-silico research practices, so no ethical approval is necessary.


	


Reviewer details:

Syda Zille Huma Naqvi, University of Agriculture, Pakistan

Created by: DR
              Checked by: PM                                           Approved by: MBM
   
Version: 3 (07-07-2024)

