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	Reviewer’s comment
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	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript is important because it provides a systematic and data-driven framework for identifying vaccine targets against a pathogen that currently has no approved vaccines. It offers an in-depth, proteome-wide analysis that highlights immunodominant epitopes, giving researchers a clear foundation for experimental vaccine development. The study also advances the field by demonstrating how integrated immunoinformatics can accelerate vaccine discovery for high-risk emerging viruses. Overall, it delivers actionable insights that strengthen preparedness for Marburg outbreaks and support future translational research. 


	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Alternative suggestion: Computational Design of a Multiepitope Vaccine Candidate Against Marburg Virus Using Reverse Vaccinology
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Yes, the abstract is comprehensive. It clearly outlines the public-health relevance of Marburg virus, the computational pipeline used, the major results from epitope prediction and docking, and the final vaccine construct. The only improvement needed is a slight reduction in overly detailed methodological descriptions to keep the abstract more focused and concise. Adding a short closing statement emphasizing the need for experimental validation would also strengthen the overall impact.


	

	Is the manuscript scientifically, correct? Please write here.
	Yes, the manuscript is scientifically sound. The workflow follows accepted reverse vaccinology and immunoinformatics practices, the analyses are consistent with established methods, and the epitope predictions, docking evaluations, and construct design are logically presented and supported by appropriate tools and references. The conclusions are aligned with the results, and no major scientific inaccuracies are evident in the manuscript. 


	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	Yes, the references are sufficient and include recent and relevant sources. They cover core concepts in reverse vaccinology, immunoinformatics, and Marburg virus biology. However, adding one or two recent experimental Marburg vaccine studies could further strengthen the background.
	

	Is the language/English quality of the article suitable for scholarly communications?


	Yes, the language quality is suitable for scholarly communication. The writing is clear, structured, and academically appropriate, with only minor areas that could be streamlined for conciseness.


	

	Optional/General comments


	The manuscript is well-structured, scientifically sound, and suitable for publication with only minor revisions for conciseness and refinement.
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	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in detail)

No, there are no ethical issues in this manuscript.
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