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	PART 1: Comments

	
	Reviewer’s comment
Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.
	Author’s Feedback (It is mandatory that authors should write his/her feedback here)

	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.
	This manuscript is highly significant for the scientific community, particularly in food microbiology and fermentation science, because it addresses a persistent gap in understanding the complex role of Daqu color. The research employs a uniquely integrated, multidimensional approach, combining classical culture-dependent enumeration, full-length PacBio sequencing, and comprehensive HS-SPME-GC-MS volatile profiling within a single comparative study. By successfully mapping the correlations between microbial community variations (bacteria and fungi) and the production of specific aroma-active volatile compounds, the study provides a deeper, mechanistic understanding of the microbial ecology
of Daqu.
	

	Is the title of the article suitable?
(If not please suggest an alternative title)
	Yes, the current title, is highly suitable
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.
	Yes, the abstract of the article is comprehensive and well-structured. It successfully covers all the essential components of a strong scientific abstract: Aims, Study Design/Setting, Methodology, Results, and Conclusion
	

	Is the manuscript scientifically, correct? Please write here.
	Yes, the manuscript is scientifically correct and methodologically rigorous.
It uses state-of-the-art integrated analysis (PacBio full-length sequencing and HS-SPME-GC-MS volatile profiling) to connect a clear physical variable (Daqu color) to the functional, underlying mechanisms (microbial ecology and flavor metabolites).
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	Yes, the references appear to be sufficient and are highly recent, with citations from 2024 and 2025 publish article.
	

	Is the language/English quality of the article suitable for scholarly communications?
	Yes, the language and English quality are highly suitable for scholarly communications.
	

	Optional/General comments
	This manuscript methodology was well executed and its contribute valuable knowledge to food industry
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	Are there ethical issues in this manuscript? 

	(If yes, Kindly please write down the ethical issues here in details)
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