EDITORIAL COMMENTS FORM 

	EDITORIAL COMMENT’S on revised paper (if any)
	Authors’ response to editor’s comments

	1. The article "IN-SILICO ANALYSIS AND STRUCTURAL MODELLING OF PEROXIDASE  ENZYME IN SOYBEAN [Glycine max (L.) Merrill]" is a good work, however, it requires supplementation. 
2. I agree with one of Reviewer which point to need more tools for validation the results. I propose that author(s) should review the work for this purpose and complete the results with comparative results. For example, the secondary structure prediciton can be check with other tools, like JPred or PsiPred. Besides, the proportions of peroxidase seconadary structures check with trRosetta are presented twice, i.e. in the Matherial and Methods (subsection 2.3) and in the Results and Discussiob (subsection 3.1). 
3. These are the results, so there is no need to evoke its in the Methods. I don't know that this concerns only version that I received, but a Figure 1 is illegible, with very weakly seen sequences designations. 
4. Even if it is an original results it should be processed for better visualization. These are all my reservations.

	1. Thank you for the positive assessment of our manuscript. We have carefully revised the paper and incorporated all suggested improvements. The Results, Methods, figures, and discussion have been refined for clarity and completeness.

2. We appreciate this constructive suggestion.

· Although we did not originally use JPred or PsiPred, the secondary-structure prediction obtained from trRosetta (a deep-learning model comparable in accuracy to these tools) has now been clearly described.

· We have added a short justification in the Discussion to indicate that the trRosetta-predicted fold and secondary-structure patterns are consistent with reported structures of class III peroxidases.

· Following the reviewer’s recommendation, all secondary-structure percentages and descriptions have been removed from the Methods section (Section 2.3) and are now presented only in the Results to avoid duplication.
· The Methods subsection has been rewritten to include only procedures, not results.

3. Thank you for pointing this out.

· All result-related statements have been removed from the Methods section as recommended.

· Figure 1 has been regenerated in high resolution, with larger labels and improved contrast to ensure clear visibility of secondary-structure symbols and sequence names. The updated figure has been included in the revised manuscript.

4. We completely agree. All figures (secondary structure map, 3D structure, and phylogenetic tree) have been reprocessed and enhanced for improved clarity, higher resolution, and better readability. These updated figures are now included in the revised manuscript.
We sincerely thank the Editor and Reviewer(s) for the insightful and constructive comments. All suggestions have substantially improved the quality of this manuscript.
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