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	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.
	This manuscript addresses heterosis evaluation in bread wheat using a Line x Tester mating design, which is an important area in plant breeding. Understanding hybrid performance contributes to developing improved wheat genotypes with enhanced yield potential. Such studies are essential for breeding programs, especially in regions where yield improvement and stability remain critical goals.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Suggested; Heterosis Analysis in Bread Wheat (Triticum aestivum L.) Using a Line x Tester Mating Design Under Punjab Conditions
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	1- The number of parents and hybrids is not clearly stated, despite being fundamental to understanding the experiment.

2- No mention of the total number of genotypes evaluated (44 entries), which is necessary for context.

3- The abstract presents heterosis values without describing the statistical basis (ANOVA, means, significance).

4- The abstract needs a clearer summary of the main superior hybrids and practical implications.
1. The abstract is written in acceptable language; however, it requires greater focus and conciseness, as some sentences are unnecessarily long and do not contribute essential information.

2. The abstract presents the general idea of the study but does not include key elements that should appear in any Line × Tester–based research summary, such as the size of the genetic material, the number of hybrids, and the traits evaluated.

3. The abstract does not clearly state the actual size of the genetic material used in the experiment. The researcher did not mention that the study involved 10 lines (females) and 3 testers (males), which produced 30 F₁ hybrids in addition to one commercial check, resulting in a total of 44 genetic entries. Furthermore, the number stated in the abstract (35 hybrids) is incorrect and contradicts the information presented in the main text and tables. This information is essential because it defines the scope and statistical strength of the study and must be explicitly stated in the abstract.

4. The abstract highlights superior hybrids, which is positive, but this section requires a more structured presentation that clearly identifies the best-performing hybrids and specifies the traits in which each hybrid showed significant superiority.


	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript has multiple scientific weaknesses

1- ANOVA tables were stated in the methods but not presented in the results.

2- Parental and hybrid means are completely missing, making heterosis values unverifiable.

3- No LSD or Duncan tests were provided to determine statistical significance.

4- The study claims to evaluate combining ability (GCA/SCA), but no such analysis appears in the results.

5- Results and discussion are descriptive only and lack genetic interpretation.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	1- DOI numbers must be added for all references where available.

2- Formatting is inconsistent and must be unified.

3- Some references cited in the text are missing from the reference list, and vice versa.

4- Several references lack essential citation details (volume, issue, page numbers).
	

	Is the language/English quality of the article suitable for scholarly communications?


	The English language needs improvement.
	

	Optional/General comments


	The manuscript requires major revisions before it can be considered for publication. Essential elements ANOVA tables, parental and hybrid means, significance tests, combining ability analysis, and deeper scientific interpretation must be added. The discussion also needs strengthening with proper referencing and scientific justification.
Introduction
1. The introduction is considerably long and extends beyond what is necessary. It includes an extensive overview of wheat history, types, evolution, and genetic origin, which exceeds the level of background required for a study focused on heterosis. This expansion weakens the focus of the introduction and shifts it away from the core purpose of the research.

2. There is no clear or logical connection between the background presented and the actual objective of the study. The introduction provides general information without transitioning in a structured manner to justify the need to investigate heterosis in these specific genetic materials, nor does it identify the scientific problem the study aims to address.

3. The research objective is presented in a single, very brief sentence, without situating it within a scientific context that explains its importance or relates it to current challenges in wheat breeding programs, such as limited genetic variability, the need to increase productivity, or the role of heterosis in improving complex traits.

4. The introduction lacks an explicit knowledge gap, as it does not clarify why studying heterosis in this set of lines and testers is important, nor what new contribution this study provides in comparison to previously published research.

5. The introduction requires restructuring to include:
a. A concise statement about the global and regional importance of wheat.
b. The genetic and productivity challenges that justify the search for superior hybrids.
c. The relevance of the Line × Tester design in detecting general and specific combining ability and revealing heterosis.

d. A clearly identified knowledge gap.
e. A precise and explicitly stated research objective.
Materials and Methods
1. The experimental methodology did not include any agronomic details such as soil type, irrigation method, or fertilizer programs, which limits understanding of the environmental conditions influencing the results and weakens the interpretation of the genetic entries’ performance under the site conditions.

2. The researcher did not mention the number of plants measured for each genetic entry within the experimental plots, which directly affects the accuracy of mean estimates and the strength of the statistical analysis, making it difficult to assess the reliability of the results.

3. The researcher must include the formulas for calculating heterosis over mid-parent and better-parent (Mid- parent heterosis & Better-parent heterobeltiosis), as they are fundamental components in evaluating heterosis within the Line × Tester mating design.

Results and Discussion
1. The researcher stated in the Materials and Methods section that ANOVA was performed, yet no ANOVA table was presented in the results, making all statistical conclusions unsupported.

2. Means of parents and hybrids were not provided, although they are essential for calculating heterosis and verifying the validity of the reported values.

3. No significance tests such as LSD, Duncan, or error values were included, preventing proper interpretation of differences among genotypes.

4. Heterosis values depend entirely on parent and hybrid means, yet the researcher did not supply these means or explain the calculation process clearly.

5. The study claimed to evaluate heterosis and combining ability (GCA/SCA), but the results and discussion presented only heterosis, with no analysis of combining ability a major omission in Line × Tester studies.

6. Both the results and discussion are descriptive, relying on listing numerical values rather than providing genetic interpretation, trend analysis, or linkage to parental performance.

7. The researcher did not provide supporting references or a meaningful comparison with previous studies, leaving the discussion disconnected from existing literature.

8. No clear conclusion or scientific identification of superior hybrids was given, nor any explanation of genetic causes of superiority or potential use in breeding programs.

Conclusion
1. The conclusion repeats portions of the previously presented results without adding any new interpretive or analytical value.

2. It does not clarify the importance of the superior hybrids or relate their performance to the study’s main objectives.
3. The conclusion is selective, highlighting heterosis in a few crosses without providing a comprehensive summary of all traits or hybrids of interest.

4. No scientific recommendations are provided, neither for breeders nor for future research, which is essential in applied plant breeding studies.

5. The conclusion does not address strengths or limitations of the study, nor does it offer a forward-looking perspective.
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