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	Reviewer’s comment
Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	The manuscript is highly important for the scientific community involved in pulse breeding, particularly for pea Pisum sativum. It provides a rigorous quantitative assessment of heritability and genetic advance in both F₁ and F₂ generations using a Line × Tester design. This research effectively identifies key yield and yield-contributing traits that are primarily controlled by additive gene action, such as seed yield per plant and number of pods per plant. The findings offer direct guidance to breeders, emphasizing that selection for these traits can be effective in later generations for developing high-yielding and genetically diverse pea cultivars.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Yes, the title is suitable, concise, and accurately reflects the scope and methodology of the study.
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Yes, the abstract is comprehensive. It clearly states the objective, the methodology (Line × Tester mating design in F₁ and F₂ generations), the location and duration of the study and the main findings regarding heritability, genetic advance and the corresponding gene action.

· Suggestion for Addition (Minor): The abstract could benefit from explicitly mentioning the number of lines (16) and testers (4) used in the Line × Tester cross, although this detail is present in the main text.


	

	Is the manuscript scientifically, correct? Please write here.
	· The methodology for calculating narrow-sense heritability in F₁ and broad-sense heritability in F₂ is correctly cited and appropriate for the experimental design.
· The calculation and classification of Genetic Advance as percent of mean (GA%) are correctly applied.
· The interpretation of high heritability with high GA% (indicating additive gene action for traits like seed yield per plant) and low heritability with low GA% (indicating strong environmental influence for traits like days to maturity, shelling percentage and protein content) is consistent with established quantitative genetics principles.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	Yes, the references are generally sufficient and include recent publications (e.g., 2022, 2023). They appropriately cover background on pea importance and support the methodologies and results presented, citing standard works in quantitative genetics.
	

	Is the language/English quality of the article suitable for scholarly communications?


	Language and English quality are suitable for scholarly communication. The text is clear, uses appropriate technical terminology, and is well-structured.
	

	Optional/General comments


	1. Heritability Comparison (F1 vs. F2): It’s interesting that the paper reports a higher narrow-sense heritability for 100-seed weight in F1 (39.98%) compared to a moderate broad-sense heritability in F2 (14.08%). However, the opposite is true for seed yield per plant F1: 36.86%, F2: 39.58%). This observation, where heritability is generally reduced in F2 due to segregation and environmental factors, is well-discussed and provides a strong argument for selection in later generations. The accompanying Graph 2 clearly illustrates these differences.
2. Genetic Advance Interpretation: The authors correctly highlight the significance of high GA% in conjunction with heritability. Traits like seed yield per plant (GA% F1: 44.82%, F2: 43.44%) and biological yield per plant (GA% F1: 37.90%, F2: 35.82%) show consistently high GA%, strongly supporting the conclusion of predominant additive gene action.
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	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in detail)

No, there are no apparent ethical issues in this manuscript. The study is on pea (Pisum sativum L.), a plant species, and the research methodology involves standard agricultural practices and genetic analysis.
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