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	Reviewer’s comment
Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	Although the manuscript does do a cost comparison between manual DNA (STR analysis) vs the RapitHD instrument of DNA analysis, the manuscript provides a good overview of mobile Rapid DNA analysis platforms iro  ANDE, RapidHIT ID and the Oxford Nanopore MinION. Their suitability within the broader context of forensic and humanitarian applications is highlighted, emphasising their shorten turnaround times. These instruments have application to support time-critical decision-making at crime scenes, borders and disaster sites. For practitioners and policy makers considering implementation of rapid DNA, the paper has value as a didactic, introductory review that collates technical, operational and ethical considerations in one place.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The title can be rephrased, for example:  Mobile Forensic DNA Analysis: Identification: Current Platforms, Applications and Challenges
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract can be improved. The abstract does not explicitly state the manuscript is a narrative review rather than original empirical research; and that the focuses specifically on three main platforms (ANDE Rapid DNA, RapidHIT ID, and Oxford Nanopore MinION).

There is repetition: “Traditional forensic DNA analysis is often time-consuming and centralized, leading to processing delays and laboratory backlogs. There is a growing need for faster, field-deployable systems capable of delivering reliable DNA results in real time for applications in law enforcement, border security, disaster victim identification, outbreak response, and humanitarian operations.”
	

	Is the manuscript scientifically, correct? Please write here.
	In general, the manuscript is scientifically correct. In the FlexPlex description, “the Amylogenic marker for sex determination” appears to be a typographical error. The marker is Amelogenin (commonly abbreviated as AMEL). This should be corrected throughout. 

Ensure consistent use of the commercial names: “RapidHIT ID” (or “RapidHIT® ID”) rather than “Rapid HIT ID”; “MinION” rather than “Minion”; “Nanopore” (lowercase “n”) when used generically, “Oxford Nanopore Technologies MinION” on first mention. The text correctly notes that most rapid systems are optimised for buccal swabs and are less suitable for degraded or mixed casework samples. It would strengthen the manuscript to make absolutely clear that, in many jurisdictions, rapid DNA is legally approved only for certain sample types and contexts (e.g., arrestee reference samples in accredited environments), and that casework use often still requires confirmatory laboratory analysis.


The manuscript could more explicitly acknowledge that routine Rapid DNA technology in forensic casework adoption remains limited due to error rates, validation requirements and interpretation challenges. Currently the text leans slightly towards a too optimistic portrayal. Include a brief sentence emphasising the need for rigorous validation and standardisation would restore balance.


	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references are reasonably up to date and cover both technical and ethical aspects.

There appears to be misaligned or problematic references. Some citations do not appear to match the context in which they are cited and should be carefully checked:

· Luo et al. (2024) –it is not appropriate as a reference for CODIS as a forensic DNA database and should be replaced 
· Chen et al. (2017) – This paper appears unrelated to the ANDE Rapid DNA instrument or forensic DNA. It should either be removed or replaced 
· Mulero et al. (2008) – This paper does not relate to the Oxford Nanopore MinION despite being cited in that section. Either move it to the earlier discussion of degraded STR analysis or substitute it with a MinION-specific forensic or sequencing reference.
· Padmanabhan & Sainath (2022) – The reference currently lacks full bibliographic details 

.

Given that the manuscript discusses legal admissibility, data security and ethical governance, it would be beneficial to add a small number of, for example: national or international guidance on Rapid DNA deployment (e.g., SWGDAM/FBI guidance, ENFSI or other regional forensic body recommendations); standards documents or commentaries related to ISO/IEC 17025 and ISO 21043 in the context of rapid DNA or mobile platforms; one or two recent forensic-specific discussions of nanopore sequencing (e.g., for STR or mtDNA analysis in casework or DVI)..



	

	Is the language/English quality of the article suitable for scholarly communications?


	Yes, acceptavle
	

	Optional/General comments


	Overall the article is good and the scientific robustness can be improved with the minor improvements suggested.
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	Are there ethical issues in this manuscript? 


	None observed.
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