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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	· This review offers a multidimensional exploration of fruit development & ripening process, integrating physiological, biochemical,  molecular & osmics-level insights.
· Combination of high-throughput sequencing & analytical technologies have facilitated ripening pathways at unprecedented resolusion, enabling a clear understanding of molecular crosstalk that defines texture, flavour, color & nutritional quality of the fruit.
· Transcriptomics, proteomics, metabolomics & small RNA analysis offer valuable target for breeding & genetic engineering.

· Omics analyses complex molecular mechanisms behind fruit traits like quality, yield, & shelf life.
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	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Please add following points:
· Researchers use techniques like RNA-Seq to generate a comprehensive snapshot of all RNA transcripts at different stages of fruit development & ripening.

· Transcriptomics is used for profiling gene expression, identifying key processes, uncovering regulatory networks & pinpointing genes for traits.
· Proteomics identify proteins that improves shelf-life of fruits, enhances nutritional traits & breeding new varieties.

· Metabolomics helps to understand use of hormones like ethylene & abscisic acid(ABA) to regulate ripening process by revealing their impact on metabolic networks. Gas chromatography- mass spectrometry & liquid chromatography-mass spectrometry are most common tools for identifying & qualifying metabolomics.
	

	Is the manuscript scientifically, correct? Please write here.
	An omics approach for fruits involves integrating various high-throughput technologies like genomics, transcriptomics, proteomics to understand complex molecular mechanisms behind fruit traits.These are used for accelerating breeding, improving postharvest quality.
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	Are there ethical issues in this manuscript? 
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