SCREENING OF SESAME GENOTYPES FOR IDENTIFICATION OF PHYLLODY RESISTANT SOURCES

ABSTRACT
 A field experiment was conducted at dryland farm, S.V. Agricultural College, Tirupati to evaluate sesame germplasm against phyllody during two seasons i.e., kharif, 2019 and late rabi, 2019-20. Hundred and seven sesame genotypes were screened in a randomized block design for resistance to phyllody. The per cent phyllody incidence ranged from 6.25 (IC 203871) to 86.90 per cent (YLM 66) and 2.09 (IC 203871) to 56.73 (Gowri) during kharif, 2019 and late rabi, 2019-20, respectively. The pooled results of two seasons indicated that out of 107 sesame genotypes screened for resistance to phyllody, only two genotypes IC 203871 and EC 377002-2 were found to be resistant to phyllody.
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1. Introduction
	Sesame (Sesamum indicum L.) belonging to the family Pedaliaceae is an important ancient oilseed crop used in human civilization. The word sesame has its origin from latin word “sesamum” and greek word “sesamon” meaning “oil, liquid fat”. In world, India ranks first with nearly an area of 19.47 lakh ha and production of 8.66 lakh tonnes and productivity of 413 kg ha-1 (Evangilin et al., 2020). In India, it is mostly cultivated in states of Andhra Pradesh, Telangana, Tamil Nadu, Karnataka, Odisha, Rajasthan, Uttar Pradesh and Gujarat. Sesame yield was relatively low due to non availabilitynon-availability of high yielding and resistant varieties to biotic and abiotic stresses, low harvest index, its cultivation in marginal and sub-marginal lands with poor crop management, indeterminate growth habit and seed shattering (Chauhan et al., 2016). Pests and diseases were one of the major constraints which cause considerable decline in yield both in terms of quality and quantity (Kandil and Abdelkader, 2023). Among them, phyllody is known to be more economically significant disease, earlier thought to be caused by virus and later identified as phytoplasma. It is also called as green flowering in Africa, pothe in Burma, sepaloidy and stenosis in India (Akhtar et al., 2009).  The potential for development of varieties with insect and disease resistance is very plentiful and is the need of the hour (Ibrahim et al., 2024). Efforts should be intensified to improve germplasm sources. Accessions or genotypes having in-built resistance to biotic and abiotic stresses will be chosen in breeding programmes. Genotypes showing resistance to phyllody are very much limited. Therefore, there is need to search for the reliable resistance sources. Keeping all this in view, an experiment was designed to screen sesame germplasm for identification of resistant source to phyllody.
Material and methods 
The experimental area was prepared by deep summer ploughing with tractor drawn cultivator and leveled before sowing. The field was prepared by repeated ploughing and harrowing for fine tilth during kharif, 2019 and late rabi 2019. All the agronomic practices were adopted as per the recommendations of ANGRAU in raising the crop except management practices during the experimental period. Infester row was sown prior to the sowing of genotypes with local variety ‘Gowri’ i.e., two rows of border crop and one infester row for every five entries of test genotypes. The experiment was laid out in a randomized block design (RBD) with hundred and seven genotypes replicated twice. After receipt of sufficient rains, sowing was taken up under saturated conditions of soil by adopting 30 cm×10 cm spacing between rows and plants, respectively. The seeds were sown by dibbling method. Gap filling and thinning was done at 10 and 25 days after sowing, respectively to maintain uniform population. The genotypes were sown in a length of 2 m in each replication. 
Recommended fertilizer dosage of 16 kg N and 8 kg P2O5 and 8 kg K2O per acre was adopted. Half of the nitrogen, total phosphorus and potassium were applied as basal dose and the rest of the nitrogen was applied at 30 days after sowing following weeding and gap filling. Irrigation was given as and when required. Hundred and seven sesame genotypes were collected from Agricultural Research Station (ARS), Kadapa and Regional Agricultural Research Station (RARS), Tirupati. The data on per cent disease incidence was calculated by using the following formula:
		                         Number of diseased plants per row
Disease incidence (%) = ------------------------------------------------------ X 100
		                    Total number of plants observed per row 

Grouping of Genotypes Based on Disease Incidence
Resistance or susceptibility of genotypes was categorized based on per cent disease incidence, following a seven point (0 - 6) rating scale given by Akhtar et al. (2013).
List 1 : Disease scale for sesame phyllody
	Disease Rating score
	Per cent disease incidence
	Disease Reaction

	0
	No symptoms on any plant
	Highly resistant

	1
	1 – 0.10.1-10
	Resistant

	2
	10.1 – 20
	Moderately resistant

	3
	20.1 – 30
	Tolerant

	4
	30.1 – 40
	Moderately susceptible

	5
	40.1 – 50
	Susceptible

	6
	More than 50%
	Highly susceptible



The data regarding per cent phyllody incidence of different sesame genotypes was subjected to Analysis of Variance (ANOVA) prescribed for randomized block design.
3.  Results and discussion
 During first season - kharif, 2019.
The reaction of 107 sesame genotypes against per cent phyllody incidence ranged from 6.25 (IC 203871) to 86.90 per cent (YLM 66) with an average incidence of 44.52 per cent phyllody incidence during kharif, 2019 (Table 1). The genotypes were grouped into different categories based on the phyllody disease score as given by Akhtar et al. (2013). None of the genotypes were recorded under highly resistant category with zero per cent phyllody incidence and zero disease score, two genotypes as resistant, seven genotypes as moderately resistant, 17 genotypes as tolerant, 16 genotypes as moderately susceptible, 21 genotypes as susceptible and 44 genotypes as highly susceptible to sesame phyllody (Table 2). 
The genotypes showing 0.1 to 10 per cent phyllody incidence were given disease score of one and the genotypes IC 203871 and EC 377002-2 with per cent phyllody incidence of 6.25 and 6.44 per cent, respectively were grouped under resistant category. The genotypes showing 10.1 to 20.0 per cent phyllody incidence were given a disease score of two and grouped as moderately resistant genotypes. The genotypes IC 205188-1 (13.89%), IC 204132 (14.71%), YLM 141 (16.34%), EC 377066-1 (16.76%), RT 183 (16.96%), IC 413227 (19.35%), RT 369 (18.18%) were categorized as moderately resistant.
The genotypes IC 204360-2 (21.00%), YLM 136 (21.43%), IC 204646 (21.74%),  EC 376999-2 (21.89%), IC 377016-1 (23.37%), VSP 16 (24.08%), YLM 17 (24.81%), IC 205091-1 (25.53%), YLM 147 (27.07%), EC 377025 (27.15%), IC 204503 (27.27%), IC 205569 (27.44%), IC 205284 (27.78%), RT 313 (29.11%), IC 377012 (29.53%), IC 205381 (29.91%), IC 274581-1 (29.98%) were reported under tolerant category, whose phyllody incidence was in the horizon of 20.1 to 30.0 per cent and disease score of three.
The genotypes swetha til (38.70%), IC 204186-2 (36.74%), IC 204400 (36.24%), IC 204130 (32.75%), IC 557273 (37.25%), IC 204029 (32.14%), IC 567285 (38.89%), IC 205760 (31.41%), IC 205470 (39.90%), IC 204209 (36.68%), RMT 236 (33.03%), YLM 143 (31.44%), EC 377067 (32.06%), IC 204368 (33.72%), RT 204 (35.59%) and EC 377040 (38.41%) which recorded disease score of four were sorted under moderately susceptible category. The genotypes recording phyllody incidence of 40.1 to 50.0 per cent were categorized as susceptible genotypes. IC 204031 (40.18%), IC 205681 (45.68%),  RMT 175 (45.09%), IC 204384 (40.15%), EC 377058 (48.92%), IC 205591 (44.96%), IC 204376 (49.77%), IC 205404 (42.26%), IC 204647 (48.97%), YLM 11 (49.23%), SKL 6 (41.27%), IC 204203 (47.52%), TKG 22 (47.93%), IC 205362 (41.32%), YLM 146 (41.77%), SKL-5-2 (47.92%), RMT 174 (40.40%), IC 205228 (48.95%), RMT 104 (42.36%), TKG 501 (48.57%) and RMT 202 (49.39%) were grouped as susceptible to phyllody.
The genotypes which recorded phyllody incidence of greater than 50.0 per cent were reported as highly susceptible to phyllody. The sesame genotypes under this category were IC 204546 (55.34%),  IC 205384 (54.04%),  IC 204364 (60.92%),  IC 205372 (54.70%), EC 377063 (51.65%), IC 204095 (52.63%), RT 69 (71.43%), IC 204382 (72.61%), IC 204295 (52.38%), IC 204140 (50.60%), IC 204337 (53.55%), IC 274581 (51.46%), RMT 204 (51.00%), IC 204111 (58.95%), GT 10 (62.18%), IC 204528 (65.15%), YLM 66 (86.90%), Gowri (86.55%), RT 311 (61.91), IC 205354 (55.06%), IC 204187 (55.76%), IC 204024-2 (50.35%), IC 205745 (50.61%), IC 204159-2 (54.48%), IC 204115-5 (53.57%), IC 204124 (59.24%), IC 205499 (58.67%), YLM 142 (57.35%), RT 127 (66.11%), EC 377062 (79.17%), EC 377079 (61.09%), YLM 139 (56.35%), EC 377066-2 (68.63%), EC 377007 (58.82%), VSP-6 (71.62%), IC 205283 (67.94%), IC 205271 (56.32%), MT 107 (64.58%), EC 377001 (72.85%), EC 377051 (73.10%), RT 283 (56.25%), IC 205643-1 (59.52%), IC 204139 (53.95%) and RMT 9 (63.04%).     
During second season – late rabi,  2019-20.
During late rabi, 2019, the phyllody incidence was in the range of 2.09 (IC 203871) to 56.73 (Gowri) by recording an average phyllody incidence of 25.24 per cent disease incidence. Out of 107 genotypes screened for resistance to sesame phyllody, no single genotype was found to be highly resistant with zero per cent phyllody incidence. The genotypes which recorded 0.1 to 10.0 % disease incidence viz., IC 204132 (7.32%), IC 203871 (2.09%), VSP 16 (6.07%), EC 377066-1 (7.94%), YLM 141 (4.65%), IC 413227 (9.78%), RT 369 (8.89%), YLM 136 (9.52%), IC 205188-1 (8.78%) and EC 377002-2 (2.38%) were grouped as resistant genotypes to sesame phyllody, whereas, the genotypes expressing 10.1 to 20.0 % disease incidence like Swetha til (17.03%), IC 204186-2 (10.80%), IC 204400 (12.25%), IC 204130 (18.26%), IC 557273 (17.52%), EC 377058 (16.34%), IC 205591 (13.59%), IC 204376 (18.76%), IC 205404 (16.07%), YLM 17 (11.10%), GT 10 (13.59%), RT 313 (10.51%), IC 567285 (16.67%), IC 205760 (12.01%), IC 205381 (18.90%), IC 204503 (15.91%), SKL 6 (17.86%), TKG 22 (13.88%), IC 205569 (16.04%), IC 377016-1 (12.86%), YLM 147 (12.16%), IC 377012 (16.08%), IC 274581-1 (14.86%), RT 183 (12.41%), IC 205091-1 (12.89%), IC 204360-2 (11.69%), IC 204368 (13.37%), IC 205284 (19.44%), EC 377025 (12.05%), EC 377040 (12.69%) and EC 376999-2 (12.34%) were categorized as moderately resistant genotypes.
The genotypes showing 20.1 to 30.0 per cent disease incidence such as IC 205384 (29.68%), EC 377063 (27.39%), IC 204095 (23.18%), IC 204031 (23.18%), RMT 175 (23.86%), IC 204384 (21.23%), IC 204295 (25.16%), IC 204337 (23.41%), IC 274581 (21.50%), RMT 204 (25.54%), YLM 11 (22.65%), IC 204029 (20.24%), IC 204024-2 (26.49%), IC 205745 (23.48%), IC 205470 (21.47%), EC 377062 (29.17%), IC 204209 (22.54%), RMT 236 (22.16%), YLM 143 (21.80%), IC 204646 (23.91%), YLM 146 (27.81%), RMT 174 (27.02%), IC 205228 (25.79%), EC 377067 (22.97%), MT 107 (26.65%), RT 204 (23.67%), RMT 104 (27.09%), and TKG 501 (21.43%) were sorted as tolerant genotypes against sesame phyllody.
The genotypes expressing 30.1 to 40.0 per cent phyllody incidence -like IC 204546 (38.82%), IC 204364 (36.11%), RT 69 (39.61%), IC 204382 (31.25%), IC 205681 (37.34%), IC 204140 (39.23%), IC 204111 (33.86%), IC 204528 (34.85%), IC 204187 (35.61%), IC 204203 (30.80%), IC 204115-2 (38.10%), IC 205362 (32.29%), YLM 142 (32.65%), EC 377079 (33.04%), SKL-5-2 (31.79%), YLM 139 (39.85%), EC 377001 (38.88%), EC 377051 (36.79%), RMT 202 (33.79%), RT 283 (32.50%) and RMT 9 (36.97%) were grouped as moderately susceptible genotypes, while the genotypes showing 40.1 to 50.0 per cent phyllody incidence namely IC 205372 (48.53%), IC 204647 (42.38%), YLM 66 (47.72%), RT 311 (40.15%), IC 205354 (41.96%), IC 204159-2 (47.26%), IC 204124 (42.02%), IC 205499 (41.64%), RT 127 (41.67%),  EC 377066-2 (45.75%), EC 377007 (44.79%), VSP 6 (42.48%), IC 205283 (43.78%), IC 205271 (41.75%), IC 205643-1 (43.23%) and IC 204139 (46.55%) were categorized as susceptible genotypes and genotype gowri showing 56.73 per cent disease incidence was recorded as highly susceptible genotype to sesame phyllody.
Overall reaction of sesame genotypes to phyllody incidence during 2019-20.
The overall reaction of sesame genotypes for the year 2019-20 was depicted in Table 2. IC 203871 and EC 377002-2 showed resistant reaction, YLM 17, IC 204132, RT 313, VSP 16, IC 377016-1, YLM 147, EC 377066-1, YLM 141, IC 413227, RT 369, YLM 136, IC 205188-1, RT 183, IC 205091-1, IC 204360-2, EC 377025 and EC 376999-2 showed moderately resistant reaction to sesame phyllody. Swetha til, IC 204400, IC 204186-2, IC 204130, IC 557273, IC 205591, IC 205404, IC 204029, IC 567285, IC 205760, IC 205381, IC 204503, SKL 6, IC 205569, IC 204209, RMT 236, YLM 143, IC 204646, IC 377012, IC 274581-1, EC 377067, IC 204368, RT 204, IC 205284 and EC 377040 showed tolerant response.
[bookmark: _GoBack]EC 377063, IC 204095, IC 204031, RMT 175, IC 204384, IC 204295, IC 204337, EC 377058, IC 274581, IC 204376, RMT 204, GT 10, YLM 11, IC 204203, IC 204024-2, TKG 22, IC 205745, IC 205362, IC 205470, YLM 146, SKL-5-2, RMT 174, IC 205228, RMT 104 and TKG 501 were found to be moderately susceptible, IC 204546, IC 205384, IC 204364, IC 205681,              IC 204140, IC 204111, IC 204528, IC 204647, IC 205354, IC 204187, IC 204115-2, YLM 142, EC 377079, YLM 139, IC 205271, MT 107, RMT 202 and RT 283 were noticed as susceptible genotypes and IC 205372, RT 69, IC 204382, YLM 66, GOWRI, RT 311, IC 204159-2, IC 204124, IC 205499, RT 127, EC 377062, EC 377066-2, EC 377007, VSP 6, IC 205283, EC 377001, EC 377051, IC 205643-1, IC 204139 and RMT 9 were recorded as highly susceptible genotypes. The pooled results of mean phyllody incidence during 2019-20 indicated that out of 107 genotypes of sesame screened for resistance against phyllody, only two genotypes were found as resistant, 17 genotypes as moderately resistant, 25 genotypes as tolerant, 25 genotypes as moderately susceptible, 18 genotypes as susceptible, 20 as highly susceptible to phyllody (Table 4) with an average phyllody incidence of 34.88 per cent.
The variation in levels of phyllody incidence during the period of study might be due to many biotic (insect presence and abundance) and abiotic factors (weather). However, Huang et al. (2014) reported that the development of disease symptoms was inevitably predisposed by various environmental factors. From the present findings, it was clearly evident that kharif season can be considered as best season for conducting screening experiments for screening of sesame genotypes for phyllody resistance.
 The results from the present study were in line with previous findings as reported by several researchers. Sarwar et al. (2006) reported that the phyllody incidence was in the horizon of 0 – 56 per cent during kharif, 2004. Mahadevaprasad et al. (2017) identified GT-10 and TKG 22 as susceptible genotypes to phyllody which further supports the present findings. The sesame genotypes screened for resistance to phyllody resulted 2.5 to 17.5 per cent phyllody incidence during 2014-15 (Belay, 2018). Screening experiments by Meena et al. (2018) reported phyllody incidence in range of 8.7 to 16.3 per cent in IVT entries and 10.3 to 19.6 per cent in AVT entries. Vamshi et al. (2018) conducted screening experiments with twenty sesame genotypes and observed that the genotypes ES-62 and 12-JUN were found highly resistant to phyllody with zero per cent disease incidence, whereas, the other genotypes exhibited phyllody in a range of 12.5 per cent (Savithri) to 66.66 per cent (SI-1687-1). Taye et al. (2019) noticed 10.0 to 31.05, 26.0 to 43.0 and 12.0 to 100.0 per cent of phyllody incidence during 2015, 2016 and 2017, respectively. Divya et al. (2020) reported the incidence of phyllody in susceptible entries was in the horizon of 86-92 per cent, while the screening trials by Manjeet et al. (2020) observed 4.33 to 15.63 per cent phyllody incidence during kharif, 2016 which drive support with the present results. Prasindhu (2020) reported a phyllody incidence in the range of 9.9 to 69.58 per cent in the genotypes screened for resistance to phyllody.

4. Conclusion:
The genotypes screened for identification of resistant source against phyllody indicated that none of the genotypes tested exhibited complete resistance against sesame phyllody and recorded as highly resistant genotypes. There exists a significant difference in the resistance levels between the genotypes during the entire period of work. The genotypes recorded as resistant and moderately resistant to sesame phyllody can be utilized as a source of resistance in future breeding programmes for development of resistant varieties to phyllody.
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Table 1: Screening of sesame genotypes for phyllody incidence during kharif, 2019 and late rabi, 2019-20
	S. No
	Genotype
	kharif, 2019
	late rabi, 2019-20
	Pooled mean

	
	
	Mean Phyllody incidence (%)
	Disease score
	Category
	Mean Phyllody incidence (%)
	Disease score
	Category
	Mean Phyllody incidence (%)
	Disease score
	Category

	1
	IC 204546
	55.34
	6
	HS
	38.82
	4
	MS
	47.08
	5
	S

	2
	IC 205384
	54.04
	6
	HS
	29.68
	3
	T
	41.86
	5
	S

	3
	IC 204364
	60.92
	6
	HS
	36.11
	4
	MS
	48.52
	5
	S

	4
	IC 205372
	54.70
	6
	HS
	48.53
	5
	S
	51.62
	6
	HS

	5
	EC 377063
	51.65
	6
	HS
	27.39
	3
	T
	39.52
	4
	MS

	6
	IC 204095
	52.63
	6
	HS
	23.18
	3
	T
	37.91
	4
	MS

	7
	RT 69
	71.43
	6
	HS
	39.61
	4
	MS
	55.52
	6
	HS

	8
	IC 204382
	72.61
	6
	HS
	31.25
	4
	MS
	51.93
	6
	HS

	9
	Swetha til
	38.70
	4
	MS
	17.03
	2
	MR
	27.86
	3
	T

	10
	IC 204186-2
	36.74
	4
	MS
	10.80
	2
	MR
	23.77
	3
	T

	11
	IC 204031
	40.18
	5
	S
	23.18
	3
	T
	31.68
	4
	MS

	12
	IC 204400
	36.24
	4
	MS
	12.25
	2
	MR
	24.24
	3
	T

	13
	IC 204130
	32.75
	4
	MS
	18.26
	2
	MR
	25.50
	3
	T

	14
	IC 205681
	45.68
	5
	S
	37.34
	4
	MS
	41.51
	5
	S

	15
	IC 557273
	37.25
	4
	MS
	17.52
	2
	MR
	27.39
	3
	T

	16
	RMT 175
	45.09
	5
	S
	23.86
	3
	T
	34.47
	4
	MS

	17
	IC 204384
	40.15
	5
	S
	21.23
	3
	T
	30.69
	4
	MS

	18
	IC 204295
	52.38
	6
	HS
	25.16
	3
	T
	38.77
	4
	MS

	19
	IC 204140
	50.60
	6
	HS
	39.23
	4
	MS
	44.92
	5
	S

	20
	IC 204337
	53.55
	6
	HS
	23.41
	3
	T
	38.48
	4
	MS

	21
	EC 377058
	48.92
	5
	S
	16.34
	2
	MR
	32.63
	4
	MS

	22
	IC 274581
	51.46
	6
	HS
	21.50
	3
	T
	36.48
	4
	MS

	23
	IC 205591
	44.96
	5
	S
	13.59
	2
	MR
	29.27
	3
	T

	24
	IC 204376
	49.77
	5
	S
	18.76
	2
	MR
	34.27
	4
	MS

	25
	IC 205404
	42.26
	5
	S
	16.07
	2
	MR
	29.17
	3
	T

	26
	YLM 17
	24.81
	3
	T
	11.10
	2
	MR
	17.95
	2
	MR

	27
	RMT 204
	51.00
	6
	HS
	25.54
	3
	T
	38.27
	4
	MS

	28
	IC 204111
	58.95
	6
	HS
	33.86
	4
	MS
	46.40
	5
	S

	29
	GT 10
	62.18
	6
	HS
	13.59
	2
	MR
	37.88
	4
	MS

	30
	IC 204528
	65.15
	6
	HS
	34.85
	4
	MS
	50.00
	5
	S

	31
	IC 204647
	48.97
	5
	S
	42.38
	5
	S
	45.68
	5
	S

	32
	YLM 11
	49.23
	5
	S
	22.65
	3
	T
	35.94
	4
	MS

	33
	IC 204132
	14.71
	2
	MR
	7.32
	1
	R
	11.02
	2
	MR

	34
	IC 203871
	6.25
	1
	R
	2.09
	1
	R
	4.17
	1
	R

	35
	RT 313
	29.11
	3
	T
	10.51
	2
	MR
	19.81
	2
	MR

	36
	VSP 16
	24.08
	3
	T
	6.07
	1
	R
	15.07
	2
	MR

	37
	YLM 66
	86.90
	6
	HS
	47.72
	5
	S
	67.31
	6
	HS

	38
	IC 204029
	32.14
	4
	MS
	20.24
	3
	T
	26.19
	3
	T

	39
	IC 567285
	38.89
	4
	MS
	16.67
	2
	MR
	27.78
	3
	T

	40
	IC 205760
	31.41
	4
	MS
	12.01
	2
	MR
	21.71
	3
	T

	41
	IC 205381
	29.91
	3
	T
	18.90
	2
	MR
	24.40
	3
	T

	42
	GOWRI
	86.55
	6
	HS
	56.73
	6
	HS
	71.64
	6
	HS

	43
	RT 311
	61.91
	6
	HS
	40.15
	5
	S
	51.03
	6
	HS

	44
	IC 204503
	27.27
	3
	T
	15.91
	2
	MR
	21.59
	3
	T

	45
	SKL 6
	41.27
	5
	S
	17.86
	2
	MR
	29.56
	3
	T

	46
	IC 205354
	55.06
	6
	HS
	41.96
	5
	S
	48.51
	5
	S

	47
	IC 204187
	55.76
	6
	HS
	35.61
	4
	MS
	45.69
	5
	S

	48
	IC 204203
	47.52
	5
	S
	30.80
	4
	MS
	39.16
	4
	MS

	49
	IC 204024-2
	50.35
	6
	HS
	26.49
	3
	T
	38.42
	4
	MS

	50
	TKG 22
	47.93
	5
	S
	13.88
	2
	MR
	30.90
	4
	MS

	51
	IC 205745
	50.61
	6
	HS
	23.48
	3
	T
	37.04
	4
	MS

	52
	IC 204159-2
	54.48
	6
	HS
	47.26
	5
	S
	50.87
	6
	HS

	53
	IC 204115-2
	53.57
	6
	HS
	38.10
	4
	MS
	45.83
	5
	S

	54
	IC 205362
	41.32
	5
	S
	32.29
	4
	MS
	36.81
	4
	MS

	55
	IC 204124
	59.24
	6
	HS
	42.02
	5
	S
	50.63
	6
	HS

	56
	IC 205470
	39.90
	4
	MS
	21.47
	3
	T
	30.68
	4
	MS

	57
	IC 205499
	58.67
	6
	HS
	41.64
	5
	S
	50.15
	6
	HS

	58
	IC 205569
	27.44
	3
	T
	16.04
	2
	MR
	21.74
	3
	T

	59
	YLM 142
	57.35
	6
	HS
	32.65
	4
	MS
	45.00
	5
	S

	60
	IC 377016-1
	23.37
	3
	T
	12.86
	2
	MR
	18.11
	2
	MR

	61
	RT 127
	66.11
	6
	HS
	41.67
	5
	S
	53.89
	6
	HS

	62
	EC 377062
	79.17
	6
	HS
	29.17
	3
	T
	54.17
	6
	HS

	63
	YLM 147
	27.02
	3
	T
	12.16
	2
	MR
	19.59
	2
	MR

	64
	IC 204209
	36.68
	4
	MS
	22.54
	3
	T
	29.61
	3
	T

	65
	EC 377066-1
	16.76
	2
	MR
	7.94
	1
	R
	12.35
	2
	MR

	66
	YLM 141
	16.34
	2
	MR
	4.65
	1
	R
	10.50
	2
	MR

	67
	EC 377079
	61.09
	6
	HS
	33.04
	4
	MS
	47.06
	5
	S

	68
	RMT 236
	33.03
	4
	MS
	22.16
	3
	T
	27.60
	3
	T

	69
	IC 413227
	19.35
	2
	MR
	9.78
	1
	R
	14.56
	2
	MR

	70
	RT 369
	18.18
	2
	MR
	8.89
	1
	R
	13.54
	2
	MR

	71
	YLM 143
	31.44
	4
	MS
	21.80
	3
	T
	26.62
	3
	T

	72
	IC 204646
	21.74
	3
	T
	23.91
	3
	T
	22.83
	3
	T

	73
	YLM 146
	41.77
	5
	S
	27.81
	3
	T
	34.79
	4
	MS

	74
	SKL-5-2
	47.92
	5
	S
	31.79
	4
	MS
	39.86
	4
	MS

	75
	IC 377012
	29.53
	3
	T
	16.08
	2
	MR
	22.81
	3
	T

	76
	YLM 136
	21.43
	3
	T
	9.52
	1
	R
	15.48
	2
	MR

	77
	RMT 174
	40.40
	5
	S
	27.02
	3
	T
	33.71
	4
	MS

	78
	IC 274581-1
	29.98
	3
	T
	14.86
	2
	MR
	22.42
	3
	T

	79
	IC 205228
	48.95
	5
	S
	25.79
	3
	T
	37.37
	4
	MS

	80
	YLM 139
	56.35
	6
	HS
	39.85
	4
	MS
	48.10
	5
	S

	81
	IC 205188-1
	13.89
	2
	MR
	8.78
	1
	R
	11.33
	2
	MR

	82
	RT 183
	16.96
	2
	MR
	12.41
	2
	MR
	14.69
	2
	MR

	83
	EC  377066-2
	68.63
	6
	HS
	45.75
	5
	S
	57.19
	6
	HS

	84
	IC 205091-1
	25.53
	3
	T
	12.89
	2
	MR
	19.21
	2
	MR

	85
	IC 204360-2
	21.00
	3
	T
	11.69
	2
	MR
	16.34
	2
	MR

	86
	EC 377007
	58.82
	6
	HS
	44.79
	5
	S
	51.81
	6
	HS

	87
	VSP 6
	71.62
	6
	HS
	42.48
	5
	S
	57.05
	6
	HS

	88
	EC 377067
	32.06
	4
	MS
	22.97
	3
	T
	27.51
	3
	T

	89
	IC 204368
	33.75
	4
	MS
	13.37
	2
	MR
	23.56
	3
	T

	90
	IC 205283
	67.94
	6
	HS
	43.78
	5
	S
	55.86
	6
	HS

	91
	IC 205271
	56.32
	6
	HS
	41.75
	5
	S
	49.04
	5
	S

	92
	EC 377002-2
	6.44
	1
	R
	2.38
	1
	R
	4.41
	1
	R

	93
	MT 107
	64.58
	6
	HS
	26.65
	3
	T
	45.61
	5
	S

	94
	EC 377001
	72.85
	6
	HS
	38.88
	4
	MS
	55.86
	6
	HS

	95
	EC 377051
	73.10
	6
	HS
	36.79
	4
	MS
	54.94
	6
	HS

	96
	RT 204
	35.59
	4
	MS
	23.67
	3
	T
	29.63
	3
	T

	97
	IC 205284
	27.78
	3
	T
	19.44
	2
	MR
	23.61
	3
	T

	98
	RMT 104
	42.36
	5
	S
	27.09
	3
	T
	34.72
	4
	MS

	99
	EC 377025
	27.15
	3
	T
	12.05
	2
	MR
	19.60
	2
	MR

	100
	TKG 501
	48.57
	5
	S
	21.43
	3
	T
	35.00
	4
	MS

	101
	EC 377040
	38.41
	4
	MS
	12.69
	2
	MR
	25.55
	3
	T

	102
	RMT 202
	49.39
	5
	S
	33.79
	4
	MS
	41.59
	5
	S

	103
	EC 376999-2
	21.89
	3
	T
	12.34
	2
	MR
	17.11
	2
	MR

	104
	RT-283
	56.25
	6
	HS
	32.50
	4
	MS
	44.38
	5
	S

	105
	IC 205643-1
	59.52
	6
	HS
	43.23
	5
	S
	51.38
	6
	HS

	106
	IC 204139
	53.95
	6
	HS
	46.55
	5
	S
	50.25
	6
	HS

	107
	RMT-9
	63.04
	6
	HS
	36.97
	4
	MS
	50.01
	6
	HS

	Overall Mean
	44.52
	-
	-
	25.24
	-
	-
	34.88
	-
	-

	SEm(±)
	4.82
	-
	-
	3.10
	-
	-
	2.97
	-
	-

	CD (5%)
	13.52
	-
	-
	8.68
	-
	-
	8.31
	-
	-


      
         R-Resistant; MR- Moderately Resistant; T-Tolerant; MS- Moderately Susceptible; S- Susceptible; HS- Highly Susceptible
Table 2: Grouping of sesame genotypes in screening trial during kharif, 2019
	Disease score

	0
	1
	2
	3
	4
	5
	6

	Highly Resistant
	Resistant
	Moderately Resistant
	Tolerant
	Moderately Susceptible
	Susceptible
	Highly Susceptible

	-
	IC 203871
EC 377002-2
	IC 204132
YLM 141
IC 413227
RT 369
RT 183
EC 377066-1
IC 205188-1 
	YLM 17
RT 313
VSP 16
IC 205381
IC 204503
IC 205569
IC 377016-1
YLM 147
IC 204646
IC 377012
YLM 136
IC 274581-1
IC 205091-1 IC 204360-2
IC 205284
EC 377025
EC 376999-2
	Swetha til
IC 204186-2
IC 204400
IC 204130
IC 557273
IC 204029
IC 567285
IC 205760
IC 205470
IC 204209
RMT 236
YLM 143
EC 377067
IC 204368
RT 204
EC 377040

	IC 204031
IC 205681
RMT 175
IC 204384
EC 377058
IC 205591
IC 204376
IC 205404
IC 204647
YLM 11
SKL 6
IC 204203
TKG 22
IC 205362
YLM 146
SKL-5-2
RMT 174
IC 205228
RMT 104
TKG 501
RMT 202
	IC 204546
IC 205384
IC 204364
IC 205372
EC 377063
IC 204095
RT 69
IC 204382
IC 204295
IC 204140                   IC 204337
IC 274581
RMT 204                    IC 204111
GT 10
IC 204528
YLM 66
Gowri
RT 311
IC 205354 
VSP-6 
RT 283
	IC 204187
IC 204024-2
IC 205745
IC 204159-2             IC 204115-5 
IC 204124
IC 205499            YLM 142
 RT 127
EC 377062 
RMT 9             
EC 377079 
YLM 139
EC 377066-2              EC 377007 
 IC 205283
IC 205271 
MT 107
EC 377001 
EC 377051 
IC 205643-1
IC 204139

	0 = No infection; 1 = 0.1 – 10 per cent; 2 = 10.1 – 20 per cent; 3 = 20.1 – 30 per cent; 4 = 30.1 – 40 per cent; 5 = 40.1 – 50 per cent and           6 = more than 50 per cent phyllody incidence.



Table 3: Grouping of sesame genotypes in screening trial during late rabi, 2019-20
	Disease Score

	0
	1
	2
	3
	4
	5
	6

	Highly Resistant
	Resistant
	Moderately Resistant
	Tolerant
	Moderately Susceptible
	Susceptible
	Highly Susceptible

	-
	IC 204132
IC 203871
VSP 16
EC 377066-1
YLM 141
IC 413227
RT 369
YLM 136
IC 205188-1
EC 377002-2
	Swetha til
IC 204186-2
IC 204400
IC 204130
IC 557273
EC 377058
IC 205591
IC 204376
IC 205404
YLM 17
IC 205569
YLM 147
IC 274581-1
IC 204360-2
IC 205284
EC 377040

	RT 183
GT 10
RT 313
IC 567285
IC 205760
IC 205381
IC 204503
SKL 6
TKG 22
IC 377016-1
IC 377012
IC 205091-1
IC 204368
EC 377025
EC 376999-2

	IC 205384
EC 377063
IC 204095
IC 204031
RMT 175
IC 204384
IC 204295
IC 204337
IC 274581
YLM 146
RMT 174
EC 377067
RT 204
TKG 501

	IC 204646
RMT 204
YLM 11
IC 204029 
IC 204024-2
IC 205745
IC 205470
EC 377062
IC 204209
RMT 236
YLM 143
MT 107
RMT 104
IC 205228

	IC 204546
IC 204364
RT 69
IC 205681
IC 204382
IC 204140
IC 204111
IC 204528
IC 204187
IC 204203
IC 204115-2
IC 205362
YLM 142
EC 377079
SKL-5-2
YLM 139
EC 377001
EC 377051
RMT 202
RMT 9
RT 283
	IC 205372
IC 204647
YLM 66
RT 311
IC 205354
IC 204159-2
IC 204124
IC 205499
RT 127
EC 377066-2
EC 377007
VSP 6
IC 205283
IC 205271
IC 205643-1
IC 204139
	Gowri

	0 = No infection; 1 = 0.1 – 10 per cent; 2 = 10.1 – 20 per cent; 3 = 20.1 – 30 per cent; 4 = 30.1 – 40 per cent; 5 = 40.1 – 50 per cent and           6 = more than 50 per cent phyllody incidence.



Table 4: Grouping of sesame genotypes based on pooled data in screening trial during 2019-20
	Disease Score

	0
	1
	2
	
	3
	
	4
	5
	6

	Highly Resistant
	Resistant
	Moderately Resistant
	
	Tolerant
	
	Moderately Susceptible
	Susceptible
	Highly Susceptible

	-
	IC 203871
EC 377002-2
	YLM 17
IC 204132
RT 313
VSP 16
IC 377016-1
YLM 147
EC 377066-1
YLM 141
IC 413227
RT 369
YLM 136
IC 205188-1
RT 183
IC 205091-1
IC 204360-2
EC 377025
EC 376999-2
	
	Swetha til
IC 204186-2
IC 204400
IC 204130
IC 557273
IC 205591
IC 205404
IC 204029
IC 567285 
IC 205760 IC 205381
IC 204503
SKL 6

	IC 205569
IC 204209
RMT 236
YLM 143
IC 204646
IC 377012
IC 274581-1
EC 377067
IC 204368
RT 204
IC 205284
EC 377040
	
	EC 377063
IC 204095
IC 204031
RMT 175
IC 204384
IC 204295
IC 204337
EC 377058
IC 274581
IC 204376
RMT 204 
GT 10
YLM 11

	IC 204203
IC 204024-2
TKG 22
IC 205745
IC 205362
IC 205470
YLM 146
SKL-5-2
RMT 174
IC 205228
RMT 104
TKG 501

	IC 204546
IC 205384
IC 204364
IC 205681
IC 204140
IC 204111
IC 204528
IC 204647
IC 205354
IC 204187
IC 204115-2
YLM 142
EC 377079
YLM 139
IC 205271
MT 107
RMT 202
RT 283


	IC 205372
RT 69
IC 204382
YLM 66
GOWRI
RT 311
IC 204159-2
IC 204124
IC 205499
RT 127
EC 377062
EC 377066-2
EC 377007
VSP 6
IC 205283
EC 377001
EC 377051
IC 205643-1
IC 204139
RMT 9

	0 = No infection; 1 = 0.1 – 10 per cent; 2 = 10.1 – 20 per cent; 3 = 20.1 – 30 per cent; 4 = 30.1 – 40 per cent; 5 = 40.1 – 50 per cent and           6 = more than 50 per cent phyllody incidence.




