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	Reviewer’s comment
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	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript is important to the scientific community as it provides insights into the genetic diversity of cowpea genotypes using SSR markers, which are highly reliable for DNA-level studies. The findings help in identifying genetically diverse parents for breeding programs, thereby enhancing crop improvement efforts. Moreover, the clustering analysis offers a valuable framework for efficient germplasm utilization, supporting food and nutritional security in cowpea-growing regions.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The current title — “Assessment of molecular diversity among cowpea (Vigna unguiculata L. Walp.) genotypes using SSR marker” — is clear and informative, but it has a few issues. First, “SSR marker” should be plural (“SSR markers”), since multiple markers were used. Second, the phrase could be made more concise and engaging to better reflect the study’s scope and scientific contribution.
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract is fairly comprehensive — it covers the objective, materials, methods (SSR markers, 50 genotypes), key results (allele numbers, PIC values, similarity coefficients), and conclusion (SSR usefulness for diversity studies). However, there are a few areas that could be improved for clarity and impact:
Grammar/precision: Change “SSR marker” to “SSR markers.”

· Clarity: The sentences are somewhat long; shortening them will improve readability.

· Background: A very brief statement on why genetic diversity in cowpea is important for crop improvement could strengthen the rationale.

· Conclusion: The abstract could end with a stronger forward-looking statement, e.g., how the findings can be applied in breeding, stress tolerance, or yield improvement.

· Deletion: Phrases like “Marker analysis of 21 SSR marker pairs revealed…” could be shortened for conciseness.
	

	Is the manuscript scientifically, correct? Please write here.
	Yes, the manuscript is scientifically correct overall. The study employs a standard and widely accepted methodology for assessing genetic diversity using SSR markers, which are known for their high reproducibility and informativeness. The experimental procedures — DNA isolation, PCR amplification, marker scoring, and UPGMA clustering — are appropriate and align with established molecular diversity analysis protocols. The results (allele range, PIC values, similarity coefficients, and dendrogram clustering) are consistent with earlier reports in cowpea and other legumes, which supports the validity of the findings.

However, while the science is correct, the manuscript would benefit from minor improvements in presentation:

· Correct “SSR marker” to “SSR markers.”

· Ensure consistent formatting of results and references.

· Strengthen the discussion by more explicitly connecting findings to practical breeding applications.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references in the manuscript are relevant but somewhat limited. They include key works on cowpea genome sequencing (Lonardi et al., 2019), SSR-based diversity studies in cowpea and other legumes (Li et al., 2001; Devi & Jayamani, 2020; Vinay et al., 2022), and some general agricultural statistics. However, several references are older (2001, 2018, 2019) and the list could be enriched with more recent molecular diversity studies (2020–2024) to demonstrate that the work is well-aligned with current research.
· Add more recent SSR and genomic studies in cowpea (2021–2024) to update the literature base.

· Include references on application of SSR markers in breeding programs, not just diversity assessment.

· Consider adding works on climate resilience, stress tolerance, or genomics-assisted breeding in cowpea, to broaden the discussion.
	

	Is the language/English quality of the article suitable for scholarly communications?


	The language of the manuscript is understandable but not yet suitable for high-quality scholarly communication in its current form. While the scientific content is clear, there are several issues:

Weaknesses in English Quality

· Grammar and plurals: e.g., “SSR marker” should be “SSR markers”.

· Long, run-on sentences: Many sentences in the abstract and results are too lengthy, making them difficult to follow.

· Repetition: Phrases like “Marker analysis of 21 SSR marker pairs revealed…” could be shortened for clarity.

· Formatting inconsistencies: Variation in the way references and numerical data are presented (e.g., “2 to 5” vs. “2–5”).

· Word choice: Phrases like “The same result was conformity with” should be corrected to “The results were in conformity with.”
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