


Review Article
Transgenics in Fruit Crops: Development, Applications, and Public Perceptions


ABSTRACT
Transgenic technology has emerged as a powerful tool in modern horticulture, offering solutions to challenges such as biotic and abiotic stresses, nutritional enhancement, and post-harvest losses in fruit crops. This review presents a comprehensive overview of the steps involved in the development of transgenic plants, key applications in fruit crops, and the current status of research in this field. Transgenic interventions in fruit crops such as papaya (PRSV resistance), banana (delay ripening and fusarium wilt resistance), apple (non-browning trait and resistance to abiotic stress) and strawberry (tolerance to crown rot) highlight the broad spectrum of improvements. Special emphasis is given to public perception and acceptance of genetically modified fruits, which continues to shape the pace of commercialization. The regulatory approval process for GM crops remains complex, time-consuming and varies across the countries. Moreover, regulatory decisions are frequently influenced by political and public pressures rather than purely scientific assessments, further hindering adoption. Advances in genome editing tools such as CRISPR/Cas, coupled with improved transformation systems and regulatory clarity, are expected to accelerate the development and acceptance of transgenic fruit crops. Overall, this review provides insights into the role of transgenics in advancing sustainable fruit production and addresses the critical gaps that must be bridged for wider adoption.
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1. INTRODUCTION
[bookmark: _Hlk210399335]Fruits are an important part of the human diet because they are natural suppliers of essential nutrients and secondary metabolites. They also contain nutritional and therapeutic characteristics (Cornara et al., 2020). With the rising world population, demand for increased fruit production is on the rise to meet the per capita requirement (Upadhyay, 2018). Genetic engineering has the potential to address some of the most challenging biotic constraints faced by fruit growers, which are not easily addressed through conventional plant breeding alone (Dias and Ryder, 2011). Transgenic crops, commonly referred to as genetically modified (GM) crops enable plant breeders to bring favourable genes, often previously inaccessible, into elite cultivars, improving their value considerably and offer unique opportunities for controlling insects, viruses and other pathogens, as well as nutritional quality and health benefits (Sridhar and Satish, 2018). This technology involves the introduction of foreign genes or silencing of target genes to improve the traits of interest. Transgenic technology is not a substitute for traditional plant breeding, but rather a complementary tool that can be used in combination with classical breeding methods to develop economically viable products (Visarada et al., 2009). 

[bookmark: _Hlk210399471]2. BASICS OF TRANSGENICS IN PLANTS
[bookmark: _Hlk210399491]2.1 Concept of transgenic breeding
[bookmark: _Hlk210399611]Gordon and Ruddle coined the term ‘transgenic’ in 1981 to refer genetically altered creatures (plants, animals, or microorganisms). In particular transgenic plant breeding describes the use of transgenes to improve the genetics of crop plants. Crops that have undergone genetic modification, also referred as GM crops, are those whose genetic makeup has been edited through genetic engineering in order to give the plant new trait (Key et al., 2008). This technology enables plant breeders to do what they have always done- not only to generate more useful and productive crop varieties containing new combinations of genes, but also expands the possibilities beyond the limitations imposed by traditional cross pollination and selection techniques (Sridhar and Satish, 2018). 
[bookmark: _Hlk210399736]2.2 General workflow of transgenic plant development
[bookmark: _Hlk210399767]i. Identification and isolation of desired gene 
ii. Designing the transgene
iii. Transformation
iv. Selection of transgenic cells/tissue (screening)
v. Back cross breeding
[bookmark: _Hlk210399929]i. Identification and isolation of desired gene:
[bookmark: _Hlk210399973]In general, the procedure starts with selecting a desirable characteristic that could be advantageous to the crop, such as increased nutritional content, higher tolerance to environmental stresses like drought or salinity, or resistance to pests, diseases, or herbicides (Patel et al., 2024). CDNA libraries are most frequently used to isolate and characterize genes necessary for the production of genetically engineered plants (Pozueta-Romero, 2002).
[bookmark: _Hlk210400057][image: ]ii. Designing the transgene:Fig. 1. A modified transgene


[bookmark: _Hlk210400304]A transgene is a DNA construct used to express a gene of interest in a transgenic plant (Werner et al., 2005). This non-native segment of DNA may either retain the ability to produce protein in the transgenic organism or alter the normal function of the transgenic organism's genetic code. The construction of a transgene requires the assembly of a few main parts. The transgene must contain a promoter, which is a regulatory sequence that will determine where and when the transgene is active. The CaMV 35S promoter and the ubiquitin promoter are commonly used promoters in transgene design. An exon which is a protein coding sequence (usually derived from the cDNA for the protein of interest), and a polyA tail for transcription termination (stop sequence) as shown in the Fig. 1. These are typically combined in a bacterial plasmid and the coding sequences are typically chosen from transgenes with previously known functions (Sluis and Voncken, 2011). Transgenes alter the genome by blocking the function of a host gene; they can either replace the host gene with one that codes for a different protein, or introduce an additional gene (Gordon and Ruddle, 1981).
iii. Transformation:
Once the gene package is ready, it can then be introduced into the cells of plant being modified through the process called transformation or gene insertion. The most common methods used to introduce the gene package into the plant cells include biolistic transformation using the gene gun or Agrobacterium-mediated transformation (ISAAA, 2006). The insertion of foreign (alien) genes into the plant DNA, which could alter the functionality of neighbour genes (Baldoni et al., 2002). If the introduced gene is functional, and the gene product is synthesized, then the plant is said to be transformed. Once the gene inserted is stable, inherited and expressed in subsequent generations, then the plant is considered a transgenic (ISAAA, 2006).
iv. Selection of transgenic cells/tissue (screening):
Identify the tissues or cells where the gene has been successfully integrated. This procedure is called screening or selection. In genetic transformation of plants, it is well known that only a minor fraction of the treated cells becomes transgenic while the majority of the cells remain untransformed which is why they have to be eliminated by selection (Joersbo and Okkels, 1996). 
v. Back cross breeding:
Backcross breeding is the final step in producing genetically engineered crops. This is done by crossing the transgenic plant with elite lines using conventional plant breeding methods. This enables the combination of the desired traits of the elite parents and the transgenic into a single line. The offspring are repeatedly crossed back to the elite line to obtain a high yielding transgenic line (ISAAA, 2006). The outcome will be a plant that expresses the characteristic encoded by the new transgene and has a yield potential comparable to present hybrids (Kundu, 2023)
[bookmark: _Hlk210404309]3. APPLICATIONS OF TRANSGENIC TECHNOLOGY IN FRUIT CROPS
The ultimate goal of transgenic (involving introduction, integration, and expression of foreign genes) is to improve the crops, with the desired traits such as improvement of crop yield, and quality, resistance to biotic and abiotic stresses.
3.1 Banana (Musa spp.)
Banana productivity is generally reduced by virus diseases, the most deleterious disease which lemmatizes banana production. Ismail et al. (2011) reported that, the presence and expression of BBTV-G cp gene were also detected using some molecular (polymerase chain reaction and dot blot using a cold DNA probe) and serological (ELISA and western blot) techniques, respectively, in the obtained transgenic banana lines. The transgenics carrying ihpRNA construct targeting replicase gene of BBrMV developed in this study was efficient to resist virus infection (Lekshmi et al., 2021). Vishnevetsky et al. (2011) developed a transformation system for banana and expressed the endochitinase gene ThEn-42 from Trichoderma harzianum together with the grape stilbene synthase (StSy) gene in transgenic banana plants exhibiting Sigatoka tolerance. The EHA105 strain was more sensitive in Pei Chiao, 51.3% bud slices were pflp-transformed, and 12.6% slices were Atfd3-transformed. From the pathogen inoculation assay, it was found that the pflp transgenic banana exhibited resistance to Fusarium oxysporum f. sp. cubense tropical race 4 (Yip et al., 2011). MaSIP2-1 plays a positive role in dwarfing and tolerance to drought and cold stresses through improved osmotic adjustment, less membrane injury, and changes in ABA and GA levels, which can be utilized to improve abiotic stress tolerance in crop breeding (Xu et al., 2020).
3.2 Papaya (Carica papaya L.)
PRSV has caused enormous devastation of papaya farms in various countries worldwide resulting in decline in fruit production (Mendoza et al., 2008). The most common strategy used to protect against PRSV has been to develop transgenic papaya plants expressing the PRSV-cp. These plants exhibit ‘‘pathogen-derived resistance’’ through a process that might be similar to the natural phenomenon of viral cross protection (Wang et al., 1984; Yeh et al., 1987; Yeh et al., 1988). Genetically engineered papaya varieties viz., SunUp and Rainbow have been developed and commercialized in USA using coat protein mediated resistance (Sinha et al., 2023). A total of 83 transgenic papaya lines expressing the non-translatable coat protein gene of papaya ringspot virus (PRSV) were obtained from somatic embryo clusters that originated from 63 immature zygotic embryos. The transformation efficiency was very high: 100% of the bombarded plates produced transgenic plants (Gonsalves et al., 1999). Young globular embryos infected for 30 minutes with Agrobacterium tumefaciens strain LBA 4404 harbouring hairpin loop of truncated coat protein gene and subsequently co-cultivated in presence of 100 pM acetosyringone and 1mM spermidine in dark for 72 hours gave rise to independent transgenic events characterized by PCR, dot blot hybridisation and RT-PCR (Sinha et al., 2023). Fruits harvested from lines pRNAiACO2 L2-9 and pRNAiACO1 L2 exhibited about 20 and 14 days extended post-harvest shelf life to reach Index 6, respectively (Sekeli et al., 2014).
3.3 Apple (Malus domestica)
The most destructive disease of commercial apple orchards is scab, caused by Venturia inaequalis (MacHardy, 1996). Four independent transformed lines resistant to apple scab were produced, proving that HcrVf2 (homologue of the Cladosporium fulvum resistance genes of the Vf region) is sufficient to confer scab resistance to a susceptible cultivar (Belfanti et al., 2003). Four of the six GM hth (hordothionin gene) apple lines proved to be significantly less susceptible to apple scab and this trait was found to be stable for the entire 4-year period as reported by Krens et al., 2011. Transgenic `Galaxy' lines transformed with attacin fused to single peptide (SP) had significantly less disease than those without SP suggesting that intercellularly secreted attacin is more effective in reducing E. amylovora infection than intracellularly localized attacin (Ko et al., 2000). MdDREB2A transgenic apple calli and transgenic Arabidopsis exhibited improved resistance to abiotic stress (Lian et al., 2021). 
3.4 Plum (Prunus domestica)
Plum pox virus (PPV) is the causal agent of plum pox disease (sharka), one of the most important diseases affecting commercial stone fruit (Prunus spp.), including plum, apricot, and peach (Nemeth, 1986). Transgenic clone C5 (cv. Honeysweet) transformed with the coat protein (CP) gene of plum pox virus (PPV) showed only a few mild symptoms on single, isolated shoots, even up to 8 years post inoculation (Malinowski et al., 2006). Agrobacterium tumefaciens-mediated transformation yielded three gafp-1 expressing plum lines (Prunus domestica) designated 4J, 4I, and 5D found that the expression of gafp-1in the roots of a woody plant may confer some level of resistance to phytophthora root rot and root-knot nematode (Nagel et al., 2008).
3.5 Grape (Vitis vinifera)
Fungal disease is a critical factor in this major international industry, leading to heavy financial penalties due to reductions in both fruit yield and in fruit quality. The powdery mildew-resistance of Red Globe transformed with VpPR4-1 was enhanced inoculated with powdery mildew and this demonstrates that PR-4 protein in grapes plays a vital role in defense against powdery mildew invasion (Dai et al., 2016). Similarly, the rice chitinase gene (RCC2), when introduced into the somatic embryos of grapevine (Vitis vinifera L. cv. Neo Muscat) by Agrobacterium infection, the resulted transgenic vines exhibited slight resistance against Elisinoe ampelina inducing anthracnose, resulting in a reduction in disease lesions as reported by Yamamoto et al., 2000. Pierce disease tolerant transgenic lines had reduced leaf scorching, lower Xylella titres and better re-growth after pruning than the untransformed controls (Aguero et al., 2005). Nookaraju and Agarwal, (2012) confirmed that, the transgenic grape vine lines harbouring anti-fungal genes exhibited higher levels of chitinase and β-1,3-glucanase transcripts as well as enzymatic activities. The grape vines when transformed with VaSAP15 imparted enhanced cold tolerance through interacting with other proteins such as VaPDI1, which modulates signal transduction pathways and regulates the response of genes to environmental stresses in grapevine (Shu et al., 2021).
3.6 Strawberry (Fragaria x ananassa)
Grey mould, caused by Botrytis cinerea is one of the most destructive strawberry diseases (Sutton, 1998). ch5B gene can be used to introduce transgene-mediated resistance to grey mould in strawberry, due to the lack of natural resistance to this disease in the crop as reported by Vellicce et al., 2006. Similarly, all transgenic lines tested expressing the thaumatin II protein showed a significantly higher level of resistance compared to the control plants (Schestibratov and Dolgov, 2005). bgn13.1 from T. harzianum can be used to increase strawberry tolerance to crown rot diseases (Mercado et al., 2015).
[bookmark: _Hlk210407036]Table 1. Details of transgenic research in fruit crops for different traits:
	Crop(s)
	Trait(s)
	Gene(s)/source
	Variety/Gene transfer method
	Reference(s)

	Papaya
	Female to male or hermaphrodite
	EST116, EST5, FSH11, FSH19, Gene11Y, Gene5, GM183, nptII
	-
	Hawaii Agriculture Research Center.

	
	Enhanced shelf life
	ACO1 and ACO2
	Eksotika papaya /RNAi, AT
	Sekeli et al., 2014

	Banana
	Banana bract mosaic virus
	ihpRNA 
	Agrobacterium tumefaciens (AT)
	Lekshmi et al., 2021

	
	Resistant to Xanthomonas wilt
	Hrap and Pflp/ Sweet pepper 
	AT
	Tripathi, 2012

	
	Resistance to Banana bunchy top virus
	AChE dsRNA 
	Cavendish, Gonja Manjaya/RNAi gene silencing
	Jekayinoluwa et al., 2021

	
	Tolerance to Sigatoka leaf spot
	ThEn-42 (Trichoderma harzianum), StSy gene (grape) and SOD gene (tomato)
	Grand Nain /MB
	Vishnevetsky et al., 2011

	
	Resistance to Fusarium wilt
	PhDef1, PhDef2/ Petunia
	Rasthali /AT
	Ghag et al., 2012

	
	
	AtEFR (elongation factor-TU receptor) / Arabidopsis thaliana 
	Dwarf cavendish /AT
	Adero et al., 2023

	
	
	Ace-AMP1, pflp
	Rasthali (AAB) /AT
	Sunisha et al., 2020

	
	Resistance against reniform & spiral nematode 
	Maize cystatin gene (CC-II)
	 Gonja manjaya (AAB) /AT
	Roderick et al., 2012

	
	Resistance against Radophilis similis
	Cystatin gene (OC-IΔD86)
	Dwarf   cavendish /AT
	Atkinson et al., 2004

	
	Multiple abiotic stress tolerance
	MusaSAP1
	Karibale Monthan /AT
	Sreedharan et al., 2012

	
	Drought and salinity tolerance
	MusaDHN-I gene
	Karibale Monthan /AT
	Shekhawat et al., 2011

	
	Enhanced pro-vitamin A
	Phytoene synthase 2a (MtPsy2a) gene
	M9 and Nakitembe/ AT
	Buah et al., 2025

	Grape
	Powdery mildew resistance
	Endochitinases (ech42 and ech33) and N-acetyl-β-d-hexosaminidase (nag70), Trichoderma spp.
	Thompson seedless
	Rubio et al., 2015

	
	
	Vv NPR1,1 gene / Vitis vinifera
	Chardonnay 96 /AT
	Henanff et al., 2011

	
	Pierce’s disease resistance
	rpfF / Xylella fastidiosa
	Freedom /AT
	Lindow et al., 2014

	
	Downy mildew
	Chitinase, β-1,3-glucanase genes
	Crimson Seedless /AT
	Nookaraju and Agarwal, 2012

	
	Botrytis cinerea
	Endochitinases (ech42 and ech33) and N-acetyl-β-d-hexosaminidase (nag70), Trichoderma spp.
	Thompson seedless
	Rubio et al., 2015

	
	
	DUF642 gene, V. quinquangularis
	Thompson seedless
	Xie and Wang, 2016

	
	Root-knot nematode
	Antimicrobial lytic peptide LIMA-A, synthetic 
	Thompson Seedless, Freedom /AT 
	Li et al., 2015

	
	
	16D10, siRNA
	Chardonnay /AT
	Yang et al., 2013

	Grape fruit
	Citrus scab
	Attacin E (attE), H. cecropia
	Duncan /AT
	Mondal et al., 2012

	
	Citrus psyllid (Diaphorina citri)
	Mpp51Aa1, Bacillus thuringiensis
	Duncan/AT
	Mishra et al., 2023

	Sweet orange
	Citrus greening 
	NPR 1 gene/ Arabidopsis thaliana
	Hamlin, Valencia /AT
	Dutt et al., 2015

	
	Citrus canker 
	hrpN gene / E. amylovora
	Hamlin /AT
	Barbosa-Mendes et al., 2009

	
	Citrus Tristeza virus
	CTV-CP (capsid protein) gene
	Valencia, Hamlin /AT
	Muniz et al., 2012

	
	Citrus psorosis virus (CPsV)
	ihpCP
	Pineapple /AT
	Reyes et al., 2011

	Apple
	Fire blight
	AttE gene / Hyalophora cecropia
	Galaxy /AT
	Ko et al., 2000

	
	Apple scab
	Puroindoline-b (PinB) / wheat
	Arian, Galaxy /AT
	Faize et al., 2004

	
	Abiotic stress resistance 
	SOD / Spinach
	Royal Gala /AT
	Artlip et al., 2009

	Plum
	Plum pox virus
	PPV-CP gene
	C2-C6 clones /AT
	Ravelonandro et al., 2013

	Pear
	Fire blight
	Attacin E/ Hyalophora cecropia
	Passe Crassane /AT
	Reynoird et al., 1999

	Strawberry
	Powdery mildew resistance
	PpMlo1/ peach
	LF9 line /AT
	Jiwan et al., 2013

	
	Tolerance against vine weevil 
	CpTi (Cowpea protease trypsin inhibitor)/ cowpea
	Symphony, Melody /AT
	Graham et al., (1995, 1997, 2002)

	
	Strawberry mild yellow edge potex virus 
	CP gene
	Hood, Totem /AT
	Finstad and Martin, 1995

	Kiwi fruit
	Oraesia excavata resistance
	sbtCryIAc
	AT
	Zhang et al., 2015

	
	Grey mould tolerance
	β -1,3-endoglucanase /soyabean
	Hayward /AT
	Nakamura et al., 1999

	
	Salinity tolerance
	AtNHX1 / Arabidopsis thaliana
	Qin mei /AT
	Tian et al., 2011

	Guava
	Wilt resistance
	Endochitinase 
gene / Trichoderma harzianum

	AT
	Mishra et al., 2014; Mishra et al., 2016


AT: Agrobacterium tumefaciens; MB: Microprojectile bombardment technique; RNAi: RNA interference

Table 2. Transgenic fruits approved for commercialization
	Crop
	Variety
	Trait(s)
	Developer

	Papaya
(Carica papaya)
	SunUp
	Resistance to papaya ringspot virus (PRSV)
	Cornell University

	
	Rainbow
	
	University of Florida

	Plum
(Prunus domestica)
	Honey sweet
	Resistance to Plum pox virus (PPV)
	USDA ARS

	
Pine apple
(Ananas comosus)
	
Pinkglow
	Delayed ripening/senescence, Fruit colour, Shell morphology
	Del Monte

	
Apple
(Malus domestica)
	Arctic Golden
	
Non-browning
	Okanagan Specialty Fruits (OSF)

	
	Arctic Granny
	
	

	
	Arctic Fuji
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[bookmark: _Hlk206508313]Fig. 2. Commercialized transgenic fruits: (a) Rainbow papaya (CTAHR) (b) SunUp papaya (ITFN, 2016) (c) Left: conventional; Right: Arctic apple (Xu, 2015) (d) Pinkglow™ pineapple (Delmonte Fresh Inc.) (e) Honey sweet plum (Scorza et al., 2016)






4. ADVANCES IN TRANSGENIC PLANT APPROACHES
Development of transgenic fruits began with the ‘first phase’ in which fruit crops such as apple, pear, plum, cherry stock, grapes, walnuts, kiwifruit, citrus, and European chestnut were all transformed using the Agrobacterium method. In the second phase of development, RNAi technologies were majorly adopted for generating GM fruit crops (plum, cherry, apple) in addition to fine-tuning of protocols for Agrobacterium genetic transformation (blueberry, sour cherry), marker-free plants (apple, citrus, and apricot), and commercialization of some transgenic events, such as of non-browning apples (Limera et al., 2017).  One of the advancements in the past decade has been the precise editing of the plant genome (Zhang et al., 2021). CRISPR/Cas9 system has been applied in several fruit crops, including apple (Malus domestica) (Ren et al., 2016), grape (Vitis vinifera) (Jia et al., 2017), grapefruit (Citrus paradisi) (Song et al., 2013), sweet cherry (Peng et al., 2017), strawberry, orange, and banana. Molecular breeding in the coming years will undoubtedly pave the way for production of elite fruit crop varieties to meet food and nutritional security.

5. TRANSGENIC FOOD CROPS: PUBLIC ACCEPTANCE
Food has been fundamental to the existence of mankind. Humans have been altering the genetic makeup of plants to adapt them to particular climate, region, and societal need. Green revolution made the world experience a gigantic agricultural production. The effects of green revolution have, however, started to fade away in last two decades due to exponential growth of world population. The reversal in progress toward food insufficiency clearly indicates that more efforts are required urgently to attain the United Nation supported Sustainable Development Goal of Zero Hunger by 2030. Thus, new routes should be adapted to rapidly increase the yield and nutritive value of the agricultural products to meet the greatest global challenge of providing nutrition to all. Genetic modification of food crops offers immediate solution to alleviate the problem of hunger and malnutrition (Oliver, 2014). 
To fight hunger and malnutrition, India, however, needs to embrace biotech crops. The consumer’s perception toward acceptance of genetic modification for incorporation of beneficial traits in food and feed has been subject of continual study (Connor and Siegrist, 2010; Siegrist, 2008. The people are very apprehensive about consuming foreign DNA. The opposing consumer believes that the presence of foreign DNA may bring about the unexpected change in the nutritional quality or may make it toxic. however, so far, no conclusive reports have been published showing significant health hazards directly linked to consumption of GM food (DeFrancesco, 2013; Nicolia et al., 2013). In response to consumer’s concerns about GM technology, European and some Asian countries have mandated GMO labeling, and the US will start mandatory GMO labeling in 2022 (Fraboni, 2017).
Previous research shows that consumers generally do not prefer food produced with biotechnology and would like to pay a higher price for food products produced without biotechnology. consumers were found to be willing to pay an average 30% premium for non-GM food across several countries and products (Lusk et al., 2005, Christoph et al., 2008, Colson et al., 2013). Lusk et al. (2014) indicated that consumers were more likely to accept products with a new technology if they perceive the technology as being able to create direct benefits, such as reducing the use of pesticides (Saleh et al., 2021). Marette et al. (2021) studied and compared consumers’ willingness-to-pay for gene-edited apples that do not brown in the US and France. They found respondents from both countries stated a price discount for gene-edited apples, with the discount being smaller for US compared to French respondents and smaller for gene-edited apples compared to GM apples. Gao et al. (2019) conducted an experimental study with Chinese consumers about their preference for GM orange juice. The study found that Chinese consumers are less favourable to GM orange juice with a higher variation in their preference than conventional orange juice. Another study about GM orange juice by Hu et al. (2021) revealed that the majority of US consumers place more importance on the country of origin (US over Brazil) over production method (GM vs. non-GM). The development of GM products from herbicide-resistant products to nutrition enhanced and virus-resistant products necessitate changes in biotechnology communication with consumers (Lusk et al., 2015; Weitze and Puhler, 2013; Costa-Font et al., 2008). A recent study by Saleh et al. (2021) also finds that communication regarding the role of biotechnology in pest-management practices could lead to consumer’s trust in such technology. (Heng et al., 2021)
6. CONCLUSION
Transgenic technology offers immense potential for improving fruit crop’s genetic traits and enhancing their productivity and quality. However, the commercialization and acceptance of transgenic fruits have encountered substantial obstacles owing to regulatory impediments, consumer perceptions, and the absence of distinct advantages for cultivators. Despite the obstacles, the rising demand for sustainable and efficient agricultural practices, coupled with the necessity to satisfy global food requirements, compels the investigation of alternative breeding strategies, including transgenics. Collaborative efforts between researchers, breeders, and regulatory agencies are essential to ensure the safe and effective development of transgenic fruit varieties and their commercialization. 
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