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	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This manuscript is important because it delivers baseline evidence on HIV‑1 integrase genetic variability and potential resistance in treatment‑naïve individuals from Yaoundé, a long‑recognized epicenter of HIV diversity where CRF02AG predominates and numerous recombinants circulate. Such surveillance is timely and consequential as dolutegravir‑based integrase inhibitors have become the preferred regimens globally, and WHO has recently documented emerging resistance to dolutegravir, underscoring the need for vigilant monitoring in diverse subtype settings.
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	1.Add denominators and precision: report RAM prevalence as n/N with 95% CIs (e.g., 1/53, 1.9% [95% CI …]) and do the same for accessory RAMs and subtype proportions to satisfy STROBE’s emphasis on informative, balanced summaries with estimates and precision in abstract.

2. Specify interpretation resources and versions: name the HIVdb algorithm version and date accessed and provide the standard citation, as recommended by Stanford HIVDB user guidance/citation pages; if the IAS–USA mutations list was used to define major/minor RAMs, cite the 2022 or 2025 update explicitly.
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	Yes—based on the abstract, the manuscript appears scientifically sound: the design, laboratory methods, and resistance interpretation framework are appropriate for baseline integrase resistance surveillance in treatment‑naïve cohorts in Cameroon. 
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