



Variations in Bioactive compounds and Elemental Analysis of selected Maize (Zea mays L) Landraces in Nigeria

 
Abstract

Maize contains various bioactive phytochemicals   and mineral elements  which contributes  to its nutritional and medicinal value. The results of the Phenol contents showed that the accession KD-02 had the highest mean  with a value of 109.65 mg/g while the least was recorded in the accession JS-01 with the mean value 75.35 mg/g. The flavonoid content was highest in accession NG-01 with the value of 57.70 mg/g, followed by accessions BA-02 with the mean value of 45.82 mg/g, the lowest was observed in JG-01 with the value of 14.14 mg/g, The accession JS-03 had the highest Tannin content with the value of 7.44 mg/g. The lowest Alkaloid content was obtained  in accession JG-03 with the value of 3.89 mg/g. The saponin contents was highest in accession KD-03 with the value of 125 mg/g. The lowest  oxalate content was recorded in NG-03 (0.46), this value was significantly the same with JG-01, KD-02, JG-02 and KD-03. In terms of Phytate composition, accession KD-04  had the highest mean value (73.34). The results obtained for the elemental analysis revealed Acession KD-03 to have  the least Sodium (Na) with 1.18%, Potassium content was highest in the accession JG-04 and KD-02 with a mean  value of (8.51 %). The accession JS-03 recorded  the least  mean of (4.85 %), NA-01 had the highest Magnesium (Mg) content with a mean of (6.63 %), In terms of Iron (Fe) the accessions BA-02 and  KD-01 had the least with a mean of  (0.32 % and 0.33 %) while JG-04  recorded  the highest mean in terms of Zinc (0.56).

Keywords : Phytochemical, Elemental Analysis, Minerals,  Acessions,

INTRODUCTION

Maize (Zea mays L) belongs to the family poaceae, commonly known as corn in the United   States and  India, is the third most important cereal grain worldwide after wheat and rice (Golob et al., 2004). It is  referred  to  as  the  cereal  of  the  future  for  its  nutritional values  and  utilization  of  its products and by-products (Lee, 1999). The demand for maize has been estimated to increase by 50%  from  558  million  metric  tons  in  1995  to  837  million  

metric  tons  in  2020  (Martinez et  al., 2011),  fuelled by diverse  uses  from  food  processing,  animal  feed,  to  ethanol  production  (FA0, 2006).

Phytochemicals are the non-nutritional bioactive compounds found in various parts of plants. In plants these compounds perform vital functions particularly protection from predators and harsh environmental conditions. These compounds are also important in pharmaceutical and medicinal field due to their antioxidant, antimicrobial, and other biological properties. Flavonoids are the bioactive phytochemical compounds which make the plant resistant to the attack of microbes and insects and also protect the animals against various diseases [22, 23, 24]. Flavonoids possess strong antioxidant activity and free radical-scavenging capacity and inhibit protein glycation [23, 25, 26]. The anthocyanins have been found to protect against ischemic reperfusion injury in rats [27]. These have been also found to show antioxidant and antiradical activities which are further associated with certain health-promoting activities such as anticancer, anti-inflammatory, anti-obesity, antidiabetic, cardioprotective, and hepatoprotective activities [28, 29, 30]. Tannins are polyphenolic compounds which show several biological activities such as anti-inflammatory, antioxidant, free radical-scavenging, and antimutagenic activities [31, 32].

Various parts of corn plant such as silk, seed, stem, leaves, and roots are good sources of bioactive phytochemical compounds such as phenolic acids, flavonoids, steroids, alkaloids, carotenoids, tannins, saponins, anthocyanins, and other phenolic compounds [6, 28, 33, 34]. Corn seeds contain polyphenols, phenolic acids, flavonoids, anthocyanins, carotenoids, vitamins, sugars, polysaccharides, and other phytochemicals of medicinal importance [35, 36]. Corn silk contains a number of bioactive phytochemical compounds including phenols, polyphenols, phenolic acids, flavonoids, flavone glycosides, anthocyanins, carotenoids, terpenoids, alkaloids, steroids, luteins, tannins, saponins, volatile oils, vitamins, some sugars, and polysaccharides (Table 1) [6, 11, 22]. The corn silk flavonoids have been also reported to reduce the oxidative stress and show anti-fatigue activity in mice [37, 38]

MATERIALS  AND METHODS

Collection of Germplasm of Maize (Zea mays L) Seeds
A germplasm collection exploration was under taken in collaboration with Agricultural Development projects (ADP) extension officers to all areas of production (i.e. all the major maize producing areas of the country) in an attempt to collect the known genotypes of the crop in Nigeria. Germplasm collection mission were undertaken to north central, north west,  part of Nigeria, representing the major maize producing areas of the country which cut across seven states. The states visited includes, Niger, Nassarawa, Kwara, Plateau, Kaduna, Jigawa and Bauchi. The study involved visits to farming village in the states, questionnaires were administered through an interpreter in some cases and sample of available maize accession under husbandry were collected. The questions asked included local name of the accessions, sources of seed supply, seed preferences, constraints to cultivation and economic importance. Expenditions were under taken between  September 2023 and October 2023 which corresponds to the period when the farmers were harvesting the crop. This was in order to have a broad based gene pool to draw from. The seeds collected were packed and sealed in thick envelopes, each of them was given an entry number, information regarding the locality and local name(s). They were then  preserved for further studies.

Bioactive Compounds

Total saponin contents were determined according to the method described by Makkar et al., (2007). While the alkaloid contents were quatified according to the method described by (Sofowora, 1993). The tannin content was determined by Folin-Ciocalteu method as described by Marinova et al. (2005). The total flavonoid content was determined by aluminium chloride colorimetric assay as described by Zhinshen et al., (1999). The total phenol content was estimated and measured spectrophotometrically by Folin-Ciocalteu colorimetric method using gallic acid as the standard (Ainsworth and Gillespie, 2007).
Elemental  Analysis

Determination of mineral elements was done according to the method of AOAC (1990) 2.0g of the sample was ashed in a furnace at 5500C for 18hrs and the ash dissolved in 10ml of 0.1M HCl, filtered into a 100ml volumetric flask and made up to mark with distilled H20. This was used to determine the mineral content by the use of Atomic Absorption Spectrophotometer (AAS) using prepared standards of the different mineral elements to be analyzed 

Data Analysis

The results obtained from phytochemical and Elemental Analysis were subjected to Analysis of Variance (ANOVA) , and Duncan Multiple Range Test was used to separate the means where significant differences were observed at P≤0.05 significant level.

Results

Bioactive Compounds

Phenol Content Analysis

The results of the Phenol contents showed that the accession KD-02 had the highest  with a value of 109.65 mg/g; this value is significantly different from all other accessions. The least was recorded in the accession JS-01 with the mean value 75.35 mg/g though there were no significant differences in all the remaining accessions.

Flavonoid Content Analysis
The flavonoid content was highest in accession NG-01 with the value of 57.70 mg/g, followed by accessions BA-02 with the mean value of 45.82 mg/g. The lowest was observed in JG-01 with the value of 14.14 mg/g, this value is significantly different from all other accessions.

Tannin Content Analysis

The accession JS-03 had the highest Tannin content with the value of 7.44 mg/g, this value was significantly different from all other accessions. The lowest Tannin content was obtained from accession KW-03 with value of 2.67 mg/g. 

Alkaloid Content Analysis

The accession BA-03 had the highest Alkaloid content of 7.23 mg/g. The lowest Alkaloid content was obtained in accession JG-03 with the value of 3.89 mg/g, this value was significantly different from all other accessions.

 Saponin Contetnt Analysis 

The saponin contents was highest in accession KD-03 with the value of 125 mg/g, this value was significantly different from all other accessions, the lowest saponin content was observed in accession NA-03 with the value 75 mg/g, this value was significantly different from all other accessions.

Oxalate Content Analysis

The Oxalate content varied among the accessions, JG-04 recorded the highest, and this value was significantly different from all other accessions. The lowest was recorded in NG-03 (0.46), this value was significantly the same with JG-01, KD-02, JG-02 and KD-03. 

Phytate Content Analysis

In terms of Phytate composition, accession KD-04  has the highest mean with (73.34), these value was statistically different from all other accessions. Accessions KW-03, KW-01 and KD-03 recorded the least with a mean of (16.00).

Table 1:  Phytochemical Screening of the Twenty-Three Maize Accessions Studied

	Parameter
	Phenol
	Flavonoids
	Tannins
	Alkaloids
	Saponins
	Oxalate
	Phytate
	Cyanide

	NA-01
	102.08±0.48ab
	30.70±0.46f
	4.07±0.02jk
	6.45±0.12gh
	90.92±0.23g
	0.66±0.01b
	6.83±0.08ab
	26.58±0.34m

	NG-02
	100.79±0.57ab
	40.88±0.62l
	3.71±0.10ghi
	5.61±0.15f
	94.68±0.31h
	0.95±0.07c
	11.68±0.21b
	21.86±0.34i

	JG-04
	93.90±32.63ab
	35.70±0.16j
	3.83±0.08ij
	4.84±0.03d
	89.80±0.19fg
	1.07±0.13d
	9.52±0.15ab
	17.38±0.32f

	JS-01
	75.32±32.26a
	34.95±0.66ij
	3.53±0.06fgh
	4.37±0.06bc
	84.26±0.24c
	0.68±0.00b
	6.69±0.06ab
	28.62±0.20n

	BA-02
	97.87±0.50ab
	45.82±0.17n
	3.20±0.03cde
	5.28±0.07e
	89.57±0.24f
	0.66±0.02b
	6.20±0.10ab
	22.44±0.29j

	KW-03
	98.13±0.32ab
	29.61±0.40e
	2.67±0.17a
	6.38±0.05g
	84.40±0.89c
	0.77±0.04b
	5.06±0.05a
	25.14±0.24l

	KD-01
	98.27±0.15ab
	42.21±0.22m
	3.77±0.16hi
	6.28±0.06g
	82.49±0.27b
	0.69±0.00b
	5.45±0.06ab
	18.58±0.20gh

	NA-02
	101.41±0.33ab
	41.37±0.27l
	3.11±0.08bcd
	5.31±0.19e
	89.49±0.50f
	0.68±0.03b
	15.92±0.06b
	28.18±0.16n

	NG-03
	101.21±0.33ab
	30.58±0.22f
	3.42±0.04efg
	6.82±0.05i
	90.44±0.32fg
	0.46±0.02a
	30.87±3.71cd
	18.38±0.27g

	JG-01
	101.70±0.94ab
	14.14±0.20a
	4.48±0.20l
	5.32±0.08e
	107.10±0.72m
	0.54±0.01a
	9.28±0.07ab
	14.71±0.25d

	JS-02
	98.11±0.30ab
	18.73±0.06b
	3.35±0.02def
	6.35±0.12g
	99.26±0.25k
	0.67±0.02b
	16.17±0.08b
	15.82±0.08e

	BA-03
	98.57±0.25ab
	24.91±0.17c
	4.20±0.10k
	7.23±0.21j
	101.42±0.38l
	0.91±0.02c
	38.25±0.10d
	21.65±0.12i

	KW-01
	98.40±0.39ab
	28.49±0.27d
	4.55±0.09l
	5.34±0.05e
	96.20±0.12i
	0.68±0.01b
	4.31±0.04a
	16.20±0.02e

	KD-02
	109.65±0.33b
	34.39±0.15i
	4.67±0.21l
	6.65±0.03hi
	99.29±0.06k
	0.46±0.01a
	41.14±0.03d
	12.55±0.04b

	NA-03
	99.79±0.30ab
	32.47±0.02g
	2.89±0.11ab
	4.85±0.03d
	75.77±0.06a
	0.67±0.01b
	8.40±0.01ab
	13.14±0.04c

	NG-01
	103.85±0.23ab
	57.70±0.10o
	3.72±0.01ghi
	4.19±0.01b
	88.24±0.04e
	0.68±0.01b
	15.24±0.04b
	17.28±0.01f

	JG-02
	98.85±0.08ab
	33.33±0.20h
	3.10±0.06bcd
	5.59±0.01f
	97.96±0.04j
	0.46±0.01a
	61.52±0.16e
	18.94±0.05h

	JS-03
	101.80±0.06ab
	39.74±0.17k
	7.44±0.03o
	4.83±0.03d
	85.78±0.01d
	0.68±0.01b
	35.51±0.03cd
	17.62±0.09f

	BA-01
	98.24±0.06ab
	40.61±0.06l
	3.00±0.02bc
	3.71±0.03a
	101.97±0.07l
	0.68±0.00b
	7.23±0.02ab
	31.42±0.04o

	KD-02
	103.19±0.10ab
	34.68±0.18i
	3.84±0.03ij
	6.44±0.02gh
	101.79±0.10l
	0.67±0.02b
	8.42±0.02ab
	28.16±0.15n

	KD-03
	99.29±0.09ab
	34.25±0.04i
	3.47±0.03efgh
	4.49±0.01c
	125.06±1.11n
	0.46±0.01a
	4.14±0.03a
	10.56±0.02a

	JG-03
	101.82±0.09ab
	30.76±0.15f
	5.78±0.06n
	3.89±0.01a
	94.74±0.15h
	0.67±0.01b
	21.82±0.01bc
	22.09±0.02ij

	KD-04
	102.82±0.10ab
	33.35±0.02h
	4.97±0.05m
	5.31±0.03e
	94.64±0.06h
	0.68±0.00b
	73.34±0.04e
	24.06±0.03k

	Total
	99.35±1.79
	34.32±1.06
	3.95±0.13
	5.46±0.12
	94.14±1.19
	0.67±0.01
	29.29±11.10
	20.49±0.68


Values are Mean±Standard Error of Mean. Means with the same letter(s) within a set of treatment column are not significantly different at   p ≤ 0.05 using Duncan Tests
Elemental  Analysis

Sodium Content 

The results obtained for the mineral analysis are shown below. From the result KD-03 has the least Sodium (Na) with 1.18% and this value was significantly different from all the accession, the highest was found in KD-01 with (2.35%). 

Potassium Content 

 In terms of Potassium (K), JG-04 and KD-02 have the highest with a mean of (8.51 %) and these values were significantly different from all other accessions at P( 0.05, the least was recorded in the accessions KW-03, KD-01 and JG-01 with a mean of (7.29,7.25 and 7.29%). 

 Calcium Content 

In terms of Calcium, (C), JS-03 has the least with a mean of (4.85 %), this value was significantly different from all other accessions. The least was recorded in JS-02 with a mean of (2.12%).

 Magnesium Content 

NA-01 has the highest Magnesium (Mg) content with a mean of (6.63 %), this value was significantly different from all accession at P[image: image1.emf] 0.05. The least was found in NA-03 with a mean of (5.73%).

Iron Content 

In terms of Iron (Fe) the accessions BA-02 and  KD-01 had the least with a mean of  (0.32 % and 0.33 %), this value was significantly different from all other accessions, at P[image: image2.emf] 0.05 level of significance. The highest was found in NA-01 and JG-04   a mean of   (1.03 %) and (1.04 %). 

Zinc Content 

JG-04  has the highest mean in terms of Zinc (0.56), these value was significantly different at P[image: image3.emf] 0.05 from all the other accessions. The least was recorded in JS-01 with a mean of 0.25 %.

Table 2: Mineral Composition of the Twenty-Three Maize Accessions Studied

	Parameter
	Na
	K
	Ca
	Mg
	Fe
	Zn

	NA-01
	2.03±0.00i
	7.92±0.00def
	3.34±0.00c
	6.63±0.00m
	1.03±0.00l
	0.43±0.00h

	NG-02
	2.11±0.01k
	7.75±0.00bcde
	4.79±0.00m
	6.48±0.00jk
	0.55±0.00f
	0.47±0.00i

	JG-04
	1.86±0.00e
	8.51±0.01g
	3.46±0.01d
	6.57±0.00klm
	1.04±0.00l
	0.56±0.00k

	JS-01
	1.76±0.02c
	8.02±0.00ef
	3.93±0.00j
	6.21±0.01de
	0.36±0.01b
	0.25±0.00a

	BA-02
	1.82±0.02d
	8.05±0.00ef
	4.48±0.01l
	6.34±0.01gh
	0.32±0.01a
	0.27±0.00ab

	KW-03
	2.33±0.00m
	7.25±0.01a
	3.35±0.00c
	6.15±0.00d
	0.35±0.01b
	0.32±0.01d

	KD-01
	2.35±0.01n
	7.29±0.00a
	3.91±0.01ij
	6.32±0.00gh
	0.33±0.00a
	0.32±0.01d

	NA-02
	2.00±0.00h
	7.81±0.00bcdef
	4.48±0.00l
	6.37±0.01hi
	0.58±0.00g
	0.37±0.01f

	NG-03
	2.20±0.00l
	7.92±0.00def
	3.48±0.00de
	6.53±0.00jkl
	0.89±0.01k
	0.40±0.00gh

	JG-01
	1.62±0.00b
	7.29±0.01a
	3.32±0.00c
	6.21±0.00de
	0.48±0.00d
	0.42±0.00h

	JS-02
	1.80±0.00d
	7.83±0.00cdef
	2.12±0.00a
	6.42±0.00ij
	0.47±0.00d
	0.38±0.00fg

	BA-03
	1.96±0.00g
	7.80±0.00bcdef
	3.35±0.00c
	6.29±0.00fg
	0.48±0.00d
	0.33±0.00de

	KW-01
	2.06±0.00j
	7.90±0.00def
	3.76±0.00h
	6.23±0.00ef
	0.49±0.00d
	0.31±0.01cd

	KD-02
	2.03±0.00i
	8.11±0.01f
	3.88±0.00i
	6.17±0.00de
	0.58±0.00g
	0.58±0.00k

	NA-03
	1.91±0.01f
	7.72±0.00bcde
	3.51±0.00e
	5.73±0.03a
	0.58±0.00g
	0.36±0.01f

	NG-01
	1.97±0.01g
	7.47±0.01ab
	3.58±0.00f
	5.89±0.01b
	0.35±0.01b
	0.33±0.01de

	JG-02
	2.01±0.01h
	7.48±0.00abc
	5.55±0.00
	5.97±0.01c
	0.55±0.02f
	0.29±0.00bc

	JS-03
	1.91±0.01f
	7.64±0.00bcd
	4.85±0.00n
	6.53±0.00jkl
	0.47±0.01d
	0.35±0.00ef

	BA-01
	2.00±0.01h
	8.02±0.00ef
	4.66±0.00l
	6.56±0.08kl
	0.51±0.00e
	0.42±0.01h

	KD-02
	1.88±0.01e
	8.50±0.50g
	3.05±0.05b
	6.54±0.05jkl
	0.81±0.01j
	0.51±0.01j

	KD-03
	1.18±0.00a
	7.80±0.01bcdef
	4.07±0.00k
	6.58±0.03lm
	0.66±0.01h
	0.41±0.01h

	JG-03
	2.09±0.01j
	7.94±0.00def
	3.70±0.00g
	6.51±0.01jk
	0.71±0.01i
	0.40±0.01gh

	KD-04
	2.12±0.00k
	7.84±0.00
	3.05±0.05b
	6.56±0.00kl
	0.42±0.00c
	0.47±0.00i

	Total
	1.95±0.04
	7.82±0.05
	3.81±0.11
	6.34±0.04
	0.56±0.03
	0.39±0.01


Values are Mean±Standard Error of Mean. Means with the same letter(s) within a set of treatment column are not significantly different at   p ≤ 0.05 using Duncan Tests
Discussion

Bioactive Compounds

Maize (Zea mays) is one of the most widely consumed cereal crops globally, serving as a primary source of nutrition for humans and livestock. However, maize contains various bioactive compounds, including Phenols, flavonoids,Tannins, Alkaloids, saponin, oxalate, and Phytate which is an indication of the presence of secondary metabolites.

Phenolic compounds are a type of phytochemical found in plants, including maize. These compounds have been shown to have antioxidant, anti-inflammatory, and antimicrobial properties. Maize is a rich source of phenolic compounds, including ferulic acid, sinapic acid, and caffeic acid. The phenol contents (75.32 mg/g and 103.85 mg/g) among the studied date fruits recorded in this study is not in accordance with the reports of Singh et al. (2017) on studied maize varieties (100-250 mg/100g) though lower than the findings reported by  Lopez-Martinez et al. (2009) in different regions of mexico with the mean values of  (200-500 mg/100g). The variations in phenol content among the studied accessions might be due to varietal differences as well as geographical locations; this has been supported by previous studies by Kchaou et al. (2013) on some Tunisian date palm varieties which showed different phenolic contents in different variety of date fruits grown in different geographical locations. 

The range in flavonoid content (14.14 mg/g – 57.7 mg/g) among the studied accessions is in conformity with the findings of   Ado et al., (2005) on some maize land races with the mean value (10-50 mg/100g). The presence of flavonoids in fruits have long been recognized to possess anti inflammatory, anti allergic, hepatoprotective, antithrombotic, antiviral, and anticarcinogenic activities, with this attributes, date palm  is an excellent crop to posses medicinal values.
The tannin content of (2.67mg/g-7.44mg/g) recorded among the studied accessions might be due to the genetic variations in the astringency contents in date fruits. The presence of tannin content also shows that date fruits could quicken the healing of wounds and inflamed mucus membrane. This is in line with the findings of Sadiq et al., (2013) on Date palm, Saha et al., (2017) on date palm, Ojobor et al., (2018) on coconut. Tannins play an important role in the prevention of cancer and also used for the treatment of inflamed and ulcerated tissue (Aiyegoro and Okoh, 2010). Therefore, the presence of tannin in maize makes it serve as a natural endowed source of material for pharmaceutical industries and autodox medicine in the treatment of many health challenges.

Alkaloids are in great demand for pharmaceutical formulations especially for the lethal diseases such as cancer and inflammatory disorders. Alkaloids are heterogeneous group of naturally occurring compounds found in the leaves, bark, roots or seeds of plants, Sarah et al., (2015). They are the most effective plant substance used therapeutically as analgesic, antimicrobial and antibacterial agents.

Presences of alkaloids recorded in this study indicate that maize could play a wide range of physiological actions in human health care such as antibiotics, anticancer and different degenerative diseases. However, the variations in alkaloids contents (3.89mg/g-7.23mg/g) among the studied accessions is in contrast with the (0.2 -2.5 mg/g) of the alkaloid content recorded on some   nutritional and phytochemical profile of some date palm cultivated in Niger.

The pronounced variations observed in saponin contents of the studied date palm fruits are in agreement with the report of Saha et al. (2017), who observed significant differences in the saponin contents in all the fruits of the studied accessions. Similar results have been reported by Hassan et al. (2012) on some medicinal plants in Nigeria; Tiwari et al. (2014) on Gymnema sylvestre. However, from the results of saponin content in the fruits recorded in this study (217mg/g-888mg/g), shows that date palm fruit could be used as a traditional medicine for many health beneficial effects. 

Elemental Analysis

The sodium contents are relatively low (6.2%-13.44%)  are  relatively low when compared with 38.55% of sodium obtained on some Nigerian date fruits as reported by Omowunmi and Adejumo (2013), this can be as a result of variations in cultivar, environmental factors and soil conditions. The result obtained in this study also disagrees with the 91.03% and 89.58% as reported by (Thilagavathi  And Gayathri,2019) on  two different varieties of unripe date palm.   
Meanwhile, the concentration of potassium in this study was found to be between 275%-424%. Thilagavathi1 and Gayathri (2019) stated in their report that an increased potassium and decreased sodium level was beneficial for the people suffering from hypertension, this agrees with the findings in this study where a low sodium content and high potassium concentration was recorded. Thus this supports date fruits as an excellent food for hypertensive patients.

The high level of calcium content (68.83%- 119.39%) recorded among the accessions is analogous to the 105.2% obtained in a study of nutritional evaluation and medicinal value of date palm collected from Sokoto and Zamfara states of Nigeria as reported by Sadiq et al, (2013), but higher than (60%, 55% and 51%) earlier reported on the nutritional analysis of three varieties of date Fruits (Phoenix dactylifera L.) in Bangladesh (Sultana et al., 2015). Thilagavathi and  Gayathri (2019) reported calcium to be the most abundant mineral in the body because it regulates many cellular processes and has important structural role in living organism. Calcium has been found to help keep muscles working correctly (El-Sohaimy et al., 2010). The high amounts of calcium observed among the accessions are indications that date fruits are good sources of bone strength and growth.

Magnesium is the best supporting factor needed every day in human health as it plays an important part of human bone by keeping muscles and nerves healthy. The magnesium value of 39.16%-78.41% obtained in this study, fall within the recommended daily intake. This result agrees with the findings of Bouhlali et al., (2017) on some Moroccan date fruit varieties, Ricardo et al. (2019) on medjool date cultivar. 

Iron (Fe) and Zinc (Zn) are important micronutrients for human body as compared with others, Deepak verma and Prem Srivastav, (2017). In cereal crops, genetic characteristics of accessions and environmental factors are responsible to affect mineral content.
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