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	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	By evaluating genetic variability, heritability, and genetic divergence, the study provides essential insights into the genetic structure of the yield and related traits. Such information is critical for guiding breeding programs, particularly in identifying diverse parents to maximize heterosis. 


	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	yes
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract is comprehensive
	

	Is the manuscript scientifically, correct? Please write here.
	To some what
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	Needs some classic references in the Materials and Methods section
	

	Is the language/English quality of the article suitable for scholarly communications?


	Yes but The manuscript requires language editing to correct grammar, and standardize terminology.


	

	Optional/General comments


	The manuscript “ Assessment of Genetic Diversity and Clustering Pattern in groundnut (Arachis hypogea) for yield traits using D² Analysis addresses an important topic, presenting genetic variability, heritability in groundnut. However, the paper lacks several methodological; details information needed for reproducibility. The Materials and Methods section does not provide details such as sample sizes. Number of replicates, growth conditions, site description, Or detentions of the measured traits e.g(harvest index, biological yields, SMK%. Phonological standards). The major concern is the decision to analyse both parents and F1 crosses together as a single genotype factor. This approach may mask heterosis effects. The basis for this design should be clearly justified. The statistical analysis also requires clarification. Clear formulas should be provided for σ²g, σ²p, heritability (broad sense) and genetic advance (GA), citing classic sources such as Burton& DeVane (1953) and Johnson et al. (1955) . Standard errors confidence intervals and Post-hoc men separation tests should be reported. There is confusion also between Tocher’s and Ward’s methods and details on intra vs inter cluster calculations should be included. In the Results section table 7 reports 0.00% contribution of pod yield and harvest index, which is unusual and needs verification. The genotype list shows duplication and formatting inconsistencies (e.g KDG-128, SUNOLIC -95R) that must be corrected. The manuscript requires language editing to correct grammar, and standardize terminology.
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