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	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	By the generation mean analysis, the work offers valuable insights about castor inheritance patterns, which has crucial ramifications for breeding strategy design. Nonetheless, especially in the methodological specifics, data presentation, and practical breeding implications.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Yes
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Please see attached comments
	

	Is the manuscript scientifically, correct? Please write here.
	yes
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	No please the attached comments
	

	Is the language/English quality of the article suitable for scholarly communications?


	· The manuscript is generally clear but would benefit from minor editing for grammar and flow.


	

	Optional/General comments


	The manuscript falls into the scope of the journal.

This study presents interesting data with innovative findings.

The methodology is not sound enough to interpret the data and finally draw a comprehensive conclusion.
"Dissecting Inheritance Patterns in Castor Using Generation Mean Analysis" is the title of the manuscript. Through generation mean analysis, the work offers valuable insights about castor inheritance patterns, which has crucial ramifications for breeding strategy design. Minor revisions are needed in the paper, nonetheless, especially in the methodological specifics, data presentation, and practical breeding implications of the following points:

Title & Abstract
The title is concise and reflects the core methodology (generation mean analysis, GMA) and crop (castor).

Add the botanical name pf the plant in the manuscript title.

The abstract summarizes the study well but should explicitly state the traits analyzed (e.g., seed yield, oil content, plant height, disease resistance).

The main findings on gene action (additive, dominance, epistasis) should be highlighted more clearly, along with their breeding implications.

Introduction
The introduction outlines the importance of castor as an industrial oilseed crop but could be strengthened by citing recent global demand trends and breeding challenges.

The research gap should be articulated more sharply—few studies have applied GMA in castor for key economic traits.

Specific objectives should be clearly stated (e.g., to partition genetic variance into additive, dominance, and interaction effects; to identify suitable traits for selection and hybrid development).

Materials and Methods
The Material and Methods corrected as Materials and Methods
The use of generation mean analysis (P1, P2, F1, F2, BC1, BC2 generations) is appropriate for dissecting gene action.

However, the manuscript should provide:

Detailed description of the parental lines and their contrasting traits.

Experimental design (RCBD, replications, location).

Statistical models and tests used to assess goodness of fit (e.g., joint scaling test, chi-square).

Units of measurement for all traits (e.g., seed yield g/plant, oil % by Soxhlet extraction, plant height cm) should be included for clarity.

Results
Results suggest the involvement of non-additive gene action (dominance and epistasis) for yield-related traits, which is important for hybrid development.

For traits controlled by additive effects, selection in early generations could be effective—this needs stronger emphasis.

Tables/figures should present mean values of each generation along with standard errors, and gene effect estimates in a summarized format.

Results interpretation would be clearer if compared with previous GMA studies in oilseed crops (e.g., sunflower, sesame).

Discussion
The discussion appropriately interprets gene action but should more directly connect findings with breeding strategies (e.g., whether recurrent selection, biparental mating, or hybrid breeding is recommended).

The role of duplicate vs complementary epistasis should be explained in the context of castor improvement.

A limitation is the study’s focus on a single set of parents—this should be acknowledged, with suggestions for validation across diverse genetic backgrounds.

Add contemporary sources on this crop from 2020 to 2025 that are comparable crops, as the cited references are somewhat outdated and sparse.

Conclusion & Future Scope
The conclusion correctly highlights the predominance of non-additive gene action in castor yield traits.

Future research should include molecular marker-based validation, use of larger genetic pools, and multi-environment trials to confirm stability of gene action.

Language & Formatting
The manuscript is generally clear but would benefit from minor editing for grammar and flow.

Ensure uniformity in references, figures, and tables formatting according to journal guidelines.
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