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	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This research article can be helpful to the pharmacology field as it tried to employ computational tools for identifying potential inhibitors of SARS-CoV-2 main protease.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The title looks appropriate but I suggest that the word “COVID-19” should be replaced by “SARS-CoV-2”
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.
	The abstract looks appropriate but I would suggest that authors presents more about molecular dynamics results.
	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript looks scientifically correct but I would suggest that authors increased the simulation duration to 50 nanoseconds or more.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The used references look sufficient but not all of them are recent.
	

	Is the language/English quality of the article suitable for scholarly communications?
	Some mistakes in punctuations should be corrected
	

	Optional/General comments


	- Authors are advised to mention the version of autodock tools and autodock vina with appropriate reference.
- For the redocking results, what was the RMSD value for aligning the docked and co-crystalized ligands.

- Authors can mention any approved main protease medicine.

-Authors can also predict the chemical and pharmacokinetics properties of the top hits.
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