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	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This study documents critical microbial diversity (bacterial and fungal) in Wupa's wastewater, establishing key baseline data for pollution management amid global population growth. Molecular identification of target species (E. coli, P. aeruginosa, B. subtilis, and A. niger) and their abundance profiles across dilution gradients provides actionable targets for optimizing biological treatment processes. Genetic confirmation of isolates (accessions NR 114042.1, NR 117635.1, NR 145759.1) validates reliable bio-indicators to monitor sanitation systems and develop sustainable bioremediation strategies.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The title of the article is appropriate.
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The author must separate the methodology from the results, such as: As the population of the earth is increasing, the rate of waste release into the environment increases. This study investigates the microbial composition of wastewater samples collected from the Wupa region, focusing on bacterial and fungal diversity. Bacteria colony counts revealed the highest densities at a dilution factor of 10⁻¹, while the lowest counts were observed at 10⁻⁶. Morphological and Gram staining techniques identified three bacterial species: Pseudomonas aeruginosa, Escherichia coli, and Bacillus subtilis. Additionally, a single fungal isolate, Aspergillus species, was detected. Molecular identification further confirmed these isolates, with E. coli from influent samples exhibiting a 99% similarity to accession number NR_114042.1, while P. aeruginosa* from effluent samples showed a 98% similarity to NR_117635.1. The fungal isolate Aspergillus niger also showed a 98% similarity, as referenced by accession number NR_145759.1. Methods included bacterial colony counting across dilution series (10⁻¹ to 10⁻⁶), bacterial identification via morphological and Gram staining, and molecular confirmation of isolates through GenBank database comparison. Results showed peak bacterial density at 10⁻¹ dilution and minimal density at 10⁻⁶. Three bacterial species were identified: Pseudomonas aeruginosa, Escherichia coli, and Bacillus subtilis, alongside a single fungal isolate (Aspergillus niger). Molecular analysis confirmed Escherichia coli with 99% similarity (accession NR 114042.1), Pseudomonas aeruginosa with 98% (accession NR 117635.1), and Aspergillus niger with 98% (accession NR 145759.1). These findings contribute to a better understanding of the microbial community dynamics in wastewater systems and highlight key species that may play roles in wastewater treatment processes.
	

	Is the manuscript scientifically, correct? Please write here.
	Yes, with a few adjustments to be made.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	Suggestions of additional references (Complete the number of references in the introduction and discussion with this list): https://doi.org/10.1080/21655979.2023.2184518; https://doi.org/10.3390/w15122262; https://doi.org/10.3390/su16020495; https://doi.org/10.1016/j.scitotenv.2024.171401 
	

	Is the language/English quality of the article suitable for scholarly communications?


	Yes.
	

	Optional/General comments


	1. Provide a brief interpretation of the observed variations in these different parameters before and after treatment, which are recorded in these tables in the results section. 

2. Provide at least one illustration for some of the parameters studied in the results section.

3. The author must cite a few bibliographical references regarding the methodology and indicate whether or not it is an adaptation (e.g., method X was inspired by.......):  This involves DNA extraction, Polymerase Chain Reaction (PCR), ……………. DNA sequences were BLAST using the NCBI database (reference or suitable references).
4. In the “conclusion and recommendation” section, just write the standard phrase “Conclusion”, even if it contains recommendations.
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