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	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	The study of genetic diversity using molecular markers is a crucial tool in genetics and breeding. It enables accurate detection of variation, determines the proximity between populations, and links genes to valuable traits, thereby accelerating and enhancing the efficiency of breeding programs. This approach identifies valuable genetic resources and monitors as well as conserves genetic diversity, which is essential for sustainable development and crop adaptation to changing environmental conditions. This study enhances the scientific understanding of wheat genetic diversity through both phenotypic traits and molecular markers, providing a qualitative foundation for targeted breeding efforts. Overall, the results contribute to the development of more diverse and resistant wheat varieties, supporting global food security initiatives.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The article indicates that 13 phenotypic traits were used to evaluate genetic diversity. However, the main emphasis is placed on molecular data derived from 8 SSR microsatellite markers. The Introduction and Abstract reveal that both morphological and molecular data contributed to the assessment of genetic diversity. Nevertheless, the article lacks detailed information regarding the morphological traits, including their analysis, outcomes, statistical analyses, or comparative descriptions. Thus, the article's title (MORPHOLOGICAL AND MOLECULAR CHARACTERIZATION OF WHEAT (Triticum aestivum L.) GENOTYPES THROUGH SSR MARKERS) should be revised to reflect better the molecular focus of the research, such as: Molecular Characterization of Wheat (Triticum aestivum L.) Genotypes Using SSR Markers.
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	In the abstract, the author clearly outlined the main objectives and approaches of the study, emphasising the importance of assessing genetic diversity using SSR molecular markers. Key results were highlighted, including the outcomes of the cluster analysis and the identification of the most informative SSR markers. However, the abstract could be improved by adding more specific results and emphasising the practical relevance.

As the paper only mentions the use of morphological traits without presenting relevant statistics or analysis, and there is no integration of morphological and molecular trait data, which could improve the resolution of genotype differentiation and provide more valuable information for breeding programs and conservation of genetic resources, it is recommended to remove references to morphological markers from the abstract.
	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript describes a well-established SSR analysis to assess the genetic diversity of wheat genotypes. Furthermore, the data processing uses widely recognised analytical methods, including cluster analysis and Principal Coordinate Analysis (PCoA). The cited references demonstrate the use of validated protocols and analytical tools, and the discussion is consistent with current practices in genetic diversity research. However, the accuracy of the calculations in Table 3, which lists the stocks and final volumes of the different components used in PCR, requires verification. Overall, the manuscript appears to be scientifically sound.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The current references are relevant and incorporate recent studies. For example, the works of Singh et al. (2022) and Kumar et al. (2023) are recent additions that enhance the relevance and currency of the research. However, including more recent and comprehensive references would strengthen the credibility and depth of the manuscript's contextual understanding. Notable suggestions include Zahid Manzoor et al. (2022), who discuss genomic approaches to wheat breeding in the context of climate change, and Salam S. E. Abd. et al. (2025), who focus on the genetic diversity of wheat genotypes under water stress conditions using morphological traits and SSR markers. Incorporating these references would provide a more extensive overview of current advancements in wheat genetic diversity and breeding strategies under changing environmental conditions.
	

	Is the language/English quality of the article suitable for scholarly communications?


	The manuscript employs appropriate technical terminology, clear sentence structures, and standard scientific expressions typical of research articles in the field of plant genetics and breeding. Minor editing for grammar, punctuation, and consistency would further enhance the manuscript's quality. Nevertheless, the current language quality is generally appropriate for scholarly communication.
	

	Optional/General comments


	The current manuscript conducts a molecular analysis of wheat (Triticum aestivum L.), thereby providing valuable insights into genetic variation, population structure, and the potential for selecting diverse parental lines for future breeding programs aimed at improving yield and stress resilience.  It is suggested that the quality of the article be enhanced, including the clarity and flow by addressing minor language and typographical errors. Additionally, clarifying the criteria used for selecting the specific SSR markers and discussing their relevance to the observed genetic diversity would be beneficial. Moreover, incorporating contemporary references related to genomic-assisted selection and marker-trait associations would more accurately reflect recent advancements in the field of wheat genomics.
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